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Globaloverview

Globaly, COVIEL9 confirmedcases continugto risefor afourth consecutive weelwith just under 3.3 million
new cases reportedh the lastweek(Figure 1)At the same timethe number of new deaths reported
plateaued afterasixweek decrease, with just over 60 000 new deaths repartéarked increasgin the
number of new casewere reported from the SoutkEast Asia, Western Pacific, European and Eastern
Mediterranean regionsall ofwhichhave beeron an upward trajectory inecentweeks.Caseincidence in the
African Region and thRegion of the Americas haesmainedstable in recent weeksiotwithstanding
concerningrends observed isomecountrieswithin these regionsThe European Region and the Region of
the Americas continue to account for nearly 80% of all the cases and d&athenly WHO region to report a
decline in new deaths thiweek was the Western Pacifibere deaths fell by nearlythird, compared to the preious
week.

Figure 1COVIBL9 cases reported weekly by WHO Region, and global deabh®21 March2021**
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The highest numbers of mecases were reported from Brazil (508 010 new c&3#sincrease), the United States of
America (374 369 new cases; 19% decrease), India (240 082 new cases; 62% increase), France (204 840 new ce
27% increase), and Italy (154 493 new casiesilar toprevious week

Table 1. Newly reported and cumulge COVIEL9 confirmedcases and deaths, by WHRegion, as 021 March
2021

New case Change in Cumulative New deaths| Change in ne Cumulative
WHO Region in last 7| new cases i cases (% in last 7days| deaths in last deaths (%)
days (%) last 7 days * (%) 7 days *

. 1173561 o 53937714 31 040 0 1299 243
Americas (36%) S% (44%) (51%) 2% (48%)
1441 065 o 42 516 762 21772 0 929 332
Europe (44%) 13% (35%) (36%) 1% (34%)
. 298438 o 14 182 826 2435 0 214 790
SouthEast Asia (9%) 49% (12%) (4%) 14% (8%)
Eastern 263 650 89 7124 121 3 253 1204 153 446
Mediterranean (8%) 0 (6%) (5%) 0 (6%)
. 50916 n0 2 999 152 1428 0 76 113
Africa (2%) 3% (2%) (2%) 10% (3%)
- 63 730 1775 560 486 30843

0, - 0
Western Pacific (2%) 29% (1%) (1%) 33% (1%)
3291 360 122 536 880 60 414 2 703 780

0 0,
Global (100%) 8% (100%) (100%) 3% (100%)

“Percent change in the number of newly confirmed cases/deaths in past seven days, compared to seven dRegigmabpercentages
rounded to the nearest whole numbglobal totals mayot equall00%.
" SeeAnnex: [@ta, table and figure notes

For the latest data and other updates on COWDplease see:
T WHO COVHD9 Dashboard
1T WHO COVHD9 Weekly Operational Update



https://covid19.who.int/
https://covid19.who.int/
https://www.who.int/emergencies/diseases/novel-coronavirus-2019/situation-reports/

Fgure 2.COVIBL9 cases per 100 000 populatiogported by countries
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Special Focufkelease othe WHO COVH29 Detailed Surveillance Dashboard

Over one year into the pandemi/HOcontinues to conductjlobal surveillance of COVID as part of activities

on preparedness, readiness and response activiihe need for global surveillance of COMMDIis greater tha

ever, asthe implementation of vaccination campaigns and the appearance of variants are prone to impact the
course of the epidemic, as transmission patterns evolve. Timely and complete surveillance data are key tc
monitoring these changes.

In addition tothe daily count of confirmed cases and deaths of CE&MIDNVHO requested all Members States
to report a minimal set of information usingcase report formor via theweekly aggregated surveillance system
as specified in th€ublic Health Surveillance for COll@interim guidanceMember States report primarily via
one d the systems; some have switched from case report forms to weekly reporting.

The data reportedare now publicly available througkhe WHO COVHD9 detailed surveillance data dashboard
(Figure 3) without editing or filtering by WHO. Features include stratification by age and sex, trends over time,
case fatalityratios by age, testing, hospitalization, and data on health workatkvisible at country and regional
levels.Thedashboardprovides the ability for users to conduct further analy®gscountry and selected time
period.

Figure3: Snapshot othe COVIRL9 Surveillance dashboard
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WHO COVID-19 DETAILED SURVEILLANCE DATA DASHBOARD

Data in this report are combined from the following sources

- Official reporting to WHO through regional offices: case report forms (CRFs) (referred to as data source CRF)

- Official reporting_ to W Q_and regional offices): daily cases/deaths counts (referred to as data source DAILY or "datly counts”)

- Official reporting to WHO: weekly aggregate reporting (2 versions, switch of systems in October 2020) (referred to as data source WEEKLY)
- Qur World In Data (referred to as data source OWID)

- Taken from official public websites, not officially reported to WHO (referred to as data source OTHER)
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As of 14 March 2021, a total of 186 countries, territories and areas had shared detailed data, via case report
forms or weekly aggregate surveillance with WHO. Of themill#bn cases reported globallgt this time
WHOhasreceived information for 8@ millioncases (73%). Sex was reported for over 59 million cases (50%),
age reported for 45 million cases (38%n)d age and sex combined was reported for 42 million cases (36%).
There are also data on COVIB cases among health workers, with just o¥es million cases, an2b 000
deaths,recorded in the system.


https://apps.who.int/iris/bitstream/handle/10665/331506/WHO-2019-nCoV-SurveillanceGuidance-2020.6-eng.pdf
https://www.who.int/publications/i/item/critical-preparedness-readiness-and-response-actions-for-covid-19
https://apps.who.int/iris/bitstream/handle/10665/331234/WHO-2019-nCoV-SurveillanceCRF-2020.2-eng.pdf
https://www.who.int/publications/i/item/WHO-2019-nCoV-surveillance-aggr-CRF-2020.3
https://www.who.int/publications/i/item/WHO-2019-nCoV-surveillance-aggr-CRF-2020.3
https://www.who.int/publications/i/item/who-2019-nCoV-surveillanceguidance-2020.7
https://app.powerbi.com/view?r=eyJrIjoiYWRiZWVkNWUtNmM0Ni00MDAwLTljYWMtN2EwNTM3YjQzYmRmIiwidCI6ImY2MTBjMGI3LWJkMjQtNGIzOS04MTBiLTNkYzI4MGFmYjU5MCIsImMiOjh9
https://app.powerbi.com/view?r=eyJrIjoiYWRiZWVkNWUtNmM0Ni00MDAwLTljYWMtN2EwNTM3YjQzYmRmIiwidCI6ImY2MTBjMGI3LWJkMjQtNGIzOS04MTBiLTNkYzI4MGFmYjU5MCIsImMiOjh9

Special Focus: Update on SARSV2 Variants of Concern

WHO, in collaboration with national authorities, institutions and researchers, continues to monitor the public
health eventsaassociated with SARS\2 variants and provides updates as new information

becomesavailable Further information on the background tfe variants of interest (VOIs) and variants of
concern (VOCs3 available from previously publisheditions of theWeekly Epidemiological Updatdere we
provide an update on the geographical distribution, and emerging evidence surrounding transmissibility and
severity, and potential impacts on vaccines and diagnostics. We also update on emerging VOIs, and a recen
workshop on enhancing sequencing for SARS?2.

Table2: Overview of emerging information on key variants of concern, as of 23 March 2021*

Nextstrainclade = 201/501Y.V1 20H/501Y.V2
PANGO lineage  B.1.1.7 B.1.351
GISAID clade GR GH

Alternate names VOC 202012/01 VOC 202012/02
First detected by United Kingdom South Africa

Firstappearance 20 September 2020 Early August 2020

Key spike H69/V70 deletion; Y144 deletion L242/A243/L244 deletion; K417N E484K, N501Y
mutations N501Y; A570D; and P681H

Key mutation in S106/G107/F108 deletion in Nestructural Protein 6 (NSP6)
common

Transmissibility*  Increased 2(36%75%}¥, Increased [1.50 (95% CI: 1-2(.3) times more
increased secondary attack rate transmissible than previously circulating variért

(10% to 13%)

Possible increased risk of
hospitalizatiof, severity and
mortality*

Slight reduction but overall

Severity* Possible increased rig in-hospital mortality by 20%°

Neutralization Decreased, suggesting potential increased risk of

20J/501Y.V3
B.1.1.28.1, aliaB.I
GR

Brazil / Japan
December 2020
K417T, E484K;
N501Y

Increased, more
transmissible than
previous circulating
variantd

Under investigation,
limited impact

Decreased,

capacity* neutralizing titersstill remained | reinfection® 1% 12 reinfections
above the levels expected to reported!s 4
confer protectiori®
Potential 1 No significant impact opost 1 Postvaccine neutralization reductions range from minimi § Limited to modest
impacts on vaccine neutlization by to moderate for Moderna and Pfizer, however there is al;  reduction inpost
vaccines* Moderna, PfizeBioNTech, some evidence of more substantiaductions®® vaccine
OxfordAstraZeneca, Novavax  q A single study has evaluated Sinoph&m. neutralization by
and Bharat vaccines 18 1 Substantial reductions have been found for the Oxford =~ Oxford
1 No significant change in AstraZeneca produét: 2Results for Novavax and Jansse ~ AstraZeneca,
prevention of disease by Oxferd  are pending. Moderna and Pfizer
AstraZeneca, Novavax,and  { Efficacy against disease was retained, but somewhat loy ~ vaccines:® 21251
Pfize#s17? in Souh Africa when 501Y.V2 was dominant compared t  Preliminary
1 Evidence for prevention of settings without this variar® 24 suggpstion of loss
infectionevidence limited. 1 In a small study, AstraZeneca did not demonstrate vacci  Of neutralization
Reduced effect reported for efficacy against mildhoderate COVH29disease, with following
Oxford-AstraZeneca> 8 wide confidence intervals, while efficacy against severe vaccination with
disease was not assessed and is undetermih@gl. Sinovaé?
9 There is no evidence to inform vaccine impact on
asymptomatic infection b§01Y.Vv2.
Potential S gene target failure (SGFFNo = None reported to date None reported to
impacts on impact on Ag RDTs observed23 date
diagnostics*
Countries 125 (7) 75 (11) 41(3)

reporting cases
(newly reported
in last week)**

“While work is ongoing to establistandardized nomenclature for key variants, these are the names by which WHO will refer to them in this publication.
*Generalized findings as compared to AGOC viruses. Based on emerging evidence from multiple countries, including frenfeeed preprit articles

and reports from public health authorities and researclteal subject to ongoing investigation and continuous revision.

**|ncludes official and unofficial reports of VOCs detections in countries among either travellers (imported casesamiyjunity samples (local

transmission).


https://www.who.int/emergencies/diseases/novel-coronavirus-2019/situation-reports

The number of countries reporting VOCs has continued to increase (Table 2, Figures 5, 6 and 7, Annex 2). T
information should be interpreted with due consideration of limitations of ongoing surveillance, inglud

but not limited to differences between countries in sequencing capacity and which samples are prioritized

for sequencing. WHO continues to advocate for strengthening surveillance and sequencing capacity, and a
systematic approach to provide a represative indication of the extent of transmission of SARS/2

variants; based on the local epidemiological situation and capacity, and the detection of unusual events.

VOC 202012/01, 501Y.V2 and Fate commonly demonstrated an increase in transmissililiimpared to
wild-type (nonVOC) variants, and a veracity to rapidly replace other circulating strains. We analysed
sequence data submitted to GISAID to determine the change in proportion of VOCs over time and calculate
the associated change in transmisBty. Variants 202012/01, 501Y.V2 and P.1 rapidly replaced thetypiéd
variant in the United Kingdom, South Africa and Brazil, respectively (Figure 4). Using a logistic model of
competitive growth, the additive increase in the effective reproductiomber (R) relative to the wildtype

variant was estimated at 41% (95% Ck4™2%) for 202012/01, 36% (95% Clic8®%) for 501Y.V2, and 11%
(95% CI: @16%) for P.1. The transmissibility of P.1 was higher when estimated only for the Amazonas region
of Brazil (data not shown), suggesting more rapid replacement of thetyplel variant at a local level.

However, the number of sequences was too low to meaningfully quantify the changeTineRe analyses
assume that sequence data submitted to GISAIDpsesntative of the variants circulating in the region

under consideration; if sequencing efforts are targeted at suspected VOCs, the rate of replacement and
associated increased transmissibility of VOCs may be overestimated.

Figure 4. Proportion o65ARSC0V2 202012/01, 501Y.V2 and P.1 variants over time in the United Kingdom,
South Africa and Brazil, respectivelyhe estimated increase in Rt and associated 95% confidence interval is
indicated below the country name.
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Variant VOC 202012/01

Since our last update on 16 March, VOC 202012/01 has been detected in seven additional countries. As of Z
March, a total of 125 countries across all six WHO regions have reported cases of this variant (Figure 5).

Previousstudies have shown VOC 202012/01 may be associated with an increased risk of hospitalization,
severity and mortality: 8A recently published matched cohort study provides additional evidence,
highlighting that there is a higher risk of mortality when infected by VOC 202012/01. The study involved
nearly 55 000 matched pairs of participants who tested positive for &R between 1 October 2020 and

29 January 2021 and were followeg until 12 February 2021. Results showed an increased mortality hazard
ratio of 1.64 (95% confidence interval 1.32 to 2.04). This ratio was associated with infection with VOC
202012/01 compare with infection with previously circulating variants, in patients who tested positive for
COVIEL9 in the community. Although this constitutes a comparatively low risk group overall, it represents
an increase in deaths from 2.5 to 4.1 per 1000 detectestsa

Vaccine updates

There is a growing body of evidence on vacémiced neutralizing antibody activity against

VOC202012/01, including for AstraZeneca, Moderna, Pfizer, Novavax, and Bharat vaccines. The findings
support that neutralizing activity iaflgely sustained against this varidft3*Additional evidence is available

on the ability of vaccines to protect against disease from VOC 202012/01 are available for the AstraZeneca
and Pfizer vaccines,dim a randomized controlled trial (RCT) in the UK (AstraZeneca) and observational
evidence (Pfizer and AstraZeneca) from the UK during the period when VOC 202012/01 was prevalent.
Results from a testegative case control study conducted in England from December 2020 to February 2021
when VOC202012/01 was very prevalent,whd the early realvorld effectiveness of the Pfizer/BioNTech
BNT162b2 vaccine and AstraZene€hnAdOx1 vaccine against confirmed C@M[hospitalizations and

deaths!’ This study also estimated effectiveness on the VOC202012/01. Both vaccines show that vaccinatior
with either a single dose of BNT162b2 or ChAdOx1 wagiasso with a significant reduction in

symptomatic COVHD9 cases in older adults (>70 years old) with even greater protection against severe
disease.

Evidence for vaccines to protect against asymptomatic infection, which would influence community
transmission, is limited to the RCT in the UK of the AstraZeneca prédédthough effectiveness against
disease was largely sustained against VOC202012/01, preliminary evidence suggests that the effitsicy agai
asymptomatic infection is reduced in the face of this variant.

Figure 5. Countries, territories and areas reporting SARS/2 VOC 202012/01 as of 23 March 2021
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Variant 501Y.V2

Since the last update on 16 March, 501Y.V2 has been reported fradditlonal countries; totaling 75
countries across all six WHO regions (Figurn&gveral areas within the African Region, variant 501Y.V2
has been reported to comprise a high proportion of sequenced samples, including over 90% of sequenced
specimensn some settings* %

A newly released populatiebased study in South Africa, available in preprint, comparduspital

mortality during its first wave peaking mid-July 2020 to the second wave peaking in January 2021 when
variant 501Y.V2 was the predominant variant. After adjusting for weekly hospital admissions, the risk of in
hospital mortality increased by 20% (adjusted odds ratio of 1.2, 95%CI3) 2

Vaccine updates

Reductions in neutralizing antibody activity aga®@1Y.V2 induced by vaccines or natural infection
compared with wiletype (nonrVOC) variants, have been documented in a substantial number of sfuéfles.
Findings from a recent study that analyzed convalescent plasma from 20 patients and sera from 22
participants of vaccine trials [Moderna SAB®/2 mMRNA1273 vaccine (12 participants); Pfizer BNT162b2
COVIEL9 vaccing10 participants)] indicated that relative to witgipe variants, there was a substantial
decrease in the neutralizing activity of convalescent plasmaf(@¥ and sera from vaccinated participants
(10.3 to 12.4fold) agains601Y.VZ! In addition, Tcell analyses suggest this component of the vaccine
induced immune response is less influenced by the variants than the impact on the neutralization ¥ctivity.

Evidence of vaccine efficacy against clinical disease from B.1.351 is available for AstraZeneca, Janssen and
Novavax vagines?* 3" 3¥Comparisons are hampered by different case defingjcand trials sizes. Although

there appears to be some reduction in efficacy compared withBdn351 strains, both the Novavax and the
Janssen product retain significant efficacy. The AstraZeneca trial found no statistically significant efficacy;
however, this trial was of a small sample size, had only mild and moderate cases and used a dosing interval
4 weeks?’ Separate evidence indicates a longer dosing interval improves both immunogenicity and efficacy,
which along with other evidence leave open the plaugy that efficacy against severe disease may be

partially retained.

Figure 6. Countries, territories and areas reporting SARS/2 501Y.V2 as a3 March 2021
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Variant P.1

Since our last update, variant P.1 has been reported in three additional countries. As of 23 March, this variar
is reported in 41 countries across all six WHO regions (Figure 7).

A recent study analyzed the national health surveillance data of hospiializ and frequency of variant P.1

in Manaus city, in Amazonas State, Brazil where this variant was first detected and has widely spread. Basec
on the preliminary findings, P.1 is found to be 2.5 times more transmissible (95%Z8Pc@mpared to the
previously circulating variant while the reinfection probability was found to be low i.e. 6.4% ¢C|8/a)3°

Two additional studies analyzed the genomic data from Manaus and estimated higher transmissibility of the
P.1 variant: 1*However, these are preliminary findings and more studies are required to fully understand

the transmissibility and severity of P.1 variant.

Vaccine updates

Numerous studies have measured the neutralization of variant P.1 by sera from those vacaciité&tizer,
Moderna, AstraZeneca or Sinovac against SBR& virus including in Manat3.2%3219 Based on these
findings, the neutralization activity was reduced by 2.6 tefdlfl depending on the vaccine and individuals.

In particular, among people vaccinated with the Sinovac product (CoronaVac vaccine), the plasma failed to
efficiently neutralize ariant P.1 suggesting possibility of reinfection. Oreell study concluded that

response was largelyreserved® There are b clinical outcome data following vaccination which are needed
to understand the implications of the limited to moderate loss of neutralization activity.

Figure7. Countries, territories and areas reporting SARS8V2 P.1 variant as 023 March 2021
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WHO Global workshop on enhancing sequencing for S&8R82, 19 March 2021

On 19 March 2021, WHO hosted a global workshop on enhancing sequencing to monit@ 8ARS

evolution, bringing together stakeholders in a high level discussion to agree on actoumsion and a global,
coordinated plan to increase SARBV2 sequencing capacity, in order to strengthen detection of VOIs and
VOCs. Over 800 participants joined this virtual workshop, including representatives from Ministries of Health,


































































