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Globaloverview

Over 27 million new cases were reported last wealkl% increaseompared to the previous weefFigure 1)
The dobal casancrease was driven by increasesghe Eastern Mediterranearnl(%),African Regioii10%),
and Europe 4%) whilesmalldeclineswere seen irthe Americag-2%) SouthEast Asi&2%)andWestern
Pacific region§6%) Globally, aound half ofcountries are seeingatlineswhile the other halfare
experiencing increasing numbers of new casiéisbal new deathgontinued the downward trend observed
since early February 202declining a further6%comparedto last week Death rategleclined in all regions
exceptin the EasternMediterannean, where new deathreportedrose by 9%The Americas and Europe
account for around 80% of new cases and new deaths reported globally

Figure 1COVIBL9 cases reported weekly by WHO Region, and global deabsf7 March2021**
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*SeeAnnex: [@ta, table and figure notes



The highest numbers of new cases were reported from théednStates of America (427 233 new casH3%
decrease), Brazil (413 597 new casd$plincrease), France (143 622 new cases; 4% decrease), Italy (138 937 new
cases; 24% increase), and India (114 068 new cases; 9% increase).

Table 1. Newly reported and caulative COVIEL9 confirmedcases and deaths, by WHRegion, as of March
2021+

New deaths| Change in ne

New case Change in

WHO Region in last 7| new cases i CUGUIEBIE in last 7| deaths in last LU
cases (% deaths (%)

days (%)| last 7 days * days (%) 7 days *
: 1105 355 00 51531438 32535 a0 1237781
Americas (40%) 2% (44%) (54%) 4% (48%)
1136 080 0 39 775 409 20 770 Ao 884 218
Europe (42%) 4% (34%) (34%) 6% (34%)
. 167 385 0 13 684 394 2201 0 210 214
SouthEast Asia (6%) 2% (12%) (4%) -32% (8%)
Eastern 228 543 6 616 840 2797 147 284

. 10% 9%
Mediterranean (8%) (6%) (5%) (6%)
. 55 341 0 2 895 549 1390 0 73 381
Africa (2%) 10% (2%) (2%) -16% (3%)
- 41 677 1662 277 630 29 637

-B0, - 0
Western Pacific (2%) 6% (1%) (1%) 20% (1%)
2 734 381 116 166 652 60 323 2 582 528
0 -A90

Global (100%) 2% (100%)  (100%) 6% (100%)

“Percent change in the number of newly confirmed cases/deaths in past seven days, compared to seven Regiqmabpercentages
rounded to the nearest whole numbgfobal totals mayot equall00%.
*SeeAnnex: [@ta, table and figure notes

For the latest data and other updates on COWDplease see:
1 WHO COVHD9 Dashboard
1 WHO COVHDI Weekly Operational Update



https://covid19.who.int/
https://covid19.who.int/
https://www.who.int/emergencies/diseases/novel-coronavirus-2019/situation-reports/

Fgure 2.COVIBL9 cases per 100 000 populatiogported by countries, territories and area&;7 March2021**
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Special Focusslobal Influenza Surveillance afResponse Systembest
practices for integrating influenza and COVID sentinel surveillance

WHOestimatesthat seasonal influenza may result in 290 @0&60 000 deaths each year due to respiratory
diseases alone, with further deaths from other dises such as cardiovascular disease, which can be
influenzarelated. SARE0V,2 isalsoa respiratory virus like influenza, but they are not the same virus. In 2020,
there were around B million COVIEL9 deaths. Influenza surveillance systems have been leveraged to
support monitoring SARS0\Y2 and have proven to be efficient, practical and sustainable. In this Special
Focus, we look at how influenza surveillance systems work, how tledyeding used to provide effective

support to monitor SARSo0\,2 and other respiratory viruses, and provide some country examples.

How influenza surveillance systems work

Influenza surveillancases complementary information from multiple systems to monitor influenza viruses

and diseases, assess associated epidemic and pandemic risks including severity, and inform development anc
update of vaccines and control measures. Influenza is typicallytanrediusing country information coming

from:

1 Syndromic disease surveillangenonitoring the frequency of a combination of symptoms associated with
influenza in people seeking healthcare

Virological surveillance testing all or a subset of platients for influenza and other respiratory viruses
Other data sources, such as excess mortality and participatory surveijanogitoring the frequency of
syndromes in people who may not seek healthcare for their symptant

1 Event-based surveillareg looking for unusual events.

)l
)l

Influenza surveillance systems have been established in more than 100 countries and are functioning within
the Global Influenza Surveillance and Response System (GISRS). For more than half a century, GISRS has be
the gldbal platform for surveillance and control of influenza, and other respiratory viruses.

How existing influenza systems are being used to monitor SARE2

Influenza and other respiratory viruses, including SBB®2, are respiratory pathogens whichrcaause

similar symptoms. This makes the use of existing respiratory syndromic surveillance an asset to monitor SARS
Co\£2 circulation, to complement other outbreak surveillance, and to monitor efforth@®@COVIBEL9

pandemic response.

At the same timeysing the same systems to monitor influenza and SBR& enables an assessment of the
relative cocirculation of both viruses. This allows for concurrent national and global response measures for
both influenza and COWAD®. WHO has providegractical guidanc#o countries to use existing systems for
sentinel surveillance and laboratory testing algorithms for influenza and-SAR&

As mentioned in thé&pecial Focus of 16 February 208ice early 2020, more and more countries have
started using the existing influenza surveillance systems to monitor C®/kantinuing and even enhancing
syndromic and virologic surveillance to understand communitysnaission trends for COAI® and

influenza. So far, since the onset of the COApandemic, influenza has been circulating at very low levels

Influenza surveillance systems have been fully established in many developing and decelopeigs. These
systems, which proved their value in the 2009 H1N1 pandemic, are ready resources in countries for national
integrated surveillance for influenza, SAB®/2 and other existing or future important respiratory viruses to
public health. Inflenza has been and will continue to be among the top global health threats via seasonal
epidemics, zoonotic outbreaks and pandemics. Investing in influenza surveillance systems and pandemic
preparedness are key to protecting national and global health sgcur


https://www.who.int/influenza/surveillance_monitoring/bod/en/#:~:text=WHO%20estimates%20that%20seasonal%20influenza,due%20to%20respiratory%20diseases%20alone.&text=The%20estimate%20does%20not%20take,which%20can%20be%20influenza%2Drelated.
https://apps.who.int/iris/handle/10665/311268
https://www.who.int/publications/i/item/maintaining-surveillance-of-influenza-and-monitoring-sars-cov-2-adapting-global-influenza-surveillance-and-response-system-(gisrs)-and-sentinel-systems-during-the-covid-19-pandemic
https://www.who.int/publications/m/item/weekly-epidemiological-update---16-february-2021

Country examples

Many countries have benefited from using their influenza surveillance systems to tackle-C®DWitiDout
compromising their continued ability to protect people from the threat of influenza. Below we highlight some
countryexamples.

1 The existing influenza surveillance infrastructurédfghanistan from thethe sentinel sites and staff
who are experienced in sample collectimnthe expertise and resources at the National Influenza
Centre allowed for a rapid response to sillance for COVHDO following the detection of the first
case in February 2020 in the country. Importantly, the country has continued to monitor trends in
patients with influenzdike illness (ILI) and severe acute respiratory infections (SARI) seakingt
sentinel sites and to collect samples from these patients. In December 2020, the National Influenza
Centre in Kabul implemented the sequential testing algorithm for these samples recommended in
2 | h @i@&rim guidancefirst testing the samples for influenza, thentiag the influenzanegative
samples for SARS0V2. Since then, SAR®V2 has been detected in influenzeegative samples.
Simultaneously, influenza B viruses have also been detected among sentinel samples indicating the
likely community circulation ofemsonal influenza as typically occurs in Afghanistan at this time of the
year. The country plans to initiate the reporting of this information on CE&lIEsting of sentinel
samples to the regional influenza data platforialIFL|Jas they have been doing for influenza on a
regular basis for many years.

1 In April 2020Bhutandeveloped a wekbased, integrated influenza/COVID surveillance reporting
platform and published guidelines for an integrate®VIBL9 and influenza surveillance systdnat
scaledup the existing influenza surveillance system to incorporate monitafripe COVIEL9 virus.

The webbased integrated platform eased the work on healthcare staff on reporting daily ILI, SARI and
COVIEL9 cases. The number 8ARI sites was increased from 11 to 50 hospatadsthe number of ILI
sites was increased from @ L86health facilities. The laboratory network was also expanded to
include SARS0V2 testing centers, which has benefited influenza surveillance by ensuring a more
regular supply of resources for testing samples for influenza asWaldata generatetfom

integrated surveillance have been used to detect cases of both influenza and-C@Owihe

community, to monitor trends in both viruses and to provide epidemiological information in support of
timely prevention and containment measures. Resultthefintegrated epidemiological and virological
surveillance is published in the Weekly COW0ntegrated Flu view and are being shared to relevant
stakeholders, including COVID task force, for evideneleased decision making within the country

and forsharing information globalty

1 InCambodia COVIEL9 surveillance was integrated into existing influenza surveillanbanech 2020,
whereby all ILI and SARI cases at sentinel sites are tested folC8¥RaAnd influenzalnfluenza
samples collected ibecember 2019 were also retrospectively tested for CaM\ISince March 2020,
no COVIEL9 cases have been detected among sentinel ILI and SARI cases giving confidence to the
assessment that only sporadic cases of C&ldIBre occurring and there is no comnity
transmission of SARS0V2 in the country. ILI surveillance data are an important component of
multisource surveillance, where data from multiple sources are used to assess the current
epidemiological situation in the country, and support decisiaking for the COVHD9
responseMaintaining strong influenza surveillance throughout the pandemic was also critical to
detect and respond teight clusters of influenza A(H3N2) infections in various community and closed
settings since August 2020.

IMinistry of Health Bhutan (2020) COVID-19 Integrated Influenza Surveillance Guideline, http://Aww.rcdc.gov.bt/web/wp-
content/uploads/2020/05/COVID-19-Integrated-Influenza-Surveillance-Guideline-V1.pdf

2 Royal Government of Bhutan, Royal Centre for Disease Control, http://mwww.rcdc.gov.bt


https://www.who.int/publications/i/item/maintaining-surveillance-of-influenza-and-monitoring-sars-cov-2-adapting-global-influenza-surveillance-and-response-system-(gisrs)-and-sentinel-systems-during-the-covid-19-pandemic
https://emflu.emro.who.int/
http://www.rcdc.gov.bt/

1 In Europe, countries are increasingly integrating SB&% into existing sentinel surveillance schemes
in both primary and secondary cawlbania for example, has adapted its existing SARI surveillance
systems to monitoboth influenza and COWI®. Additionally, in Europe, the excess weeklycallise
mortality monitoring was established to provide near rale estimates of the impact of seasonal
influenza. These systems have provided important insights intoniieality impact temporally
associated with COVAD? circulatiori.

SECDC/WHO, Flu News Europe, https://flunewseurope.org/HospitalData/SARI

4 Adlhoch C et al. (2021) Real-time monitoring shows substantial excess all-cause mortality during second wave of COVID-19 in Europe,
October to December 2020, Euro Surveill. 2021;26(2):pii=2002023. https://doi.org/10.2807/1560-7917.ES.2021.26.1.2002023


https://flunewseurope.org/HospitalData/SARI
https://www.eurosurveillance.org/content/ecdc
https://doi.org/10.2807/1560-7917.ES.2021.26.1.2002023

Special FocuSARSC0oV 2 seraepidemiology in Kenya

Solidarity lis a global collaboration led MYHOthat promotes the implementatio of serological surveys of
SARE0VL2 (For more details, please s&éecekly Epidemiological Update published on 27 January, 20l
"Solidarity II" global serologic study for CO\E). It provides a collaborativenvironment for public health
agencies and academic institutions around the world to work toge#mel hostsaa weeklyopen forum to
discuss recent findings in COMI® sereepidemiological research. Every week over 100 investigators from
public health agedies and academic institutions join to discuss the recent research progress, debate the
scientific challenges and how to collaboratively solve them. On 26 Fel#Qady Solidarity 1l hosted the
Kenya Medical Research Institute (KEMRé&JIcome Trust Resezh ProgramméKWTRRWho gave aeries

of presentations on the serepidemiology of SARS0V2 in Kenya.

Belowwe provide an update on the dynamics of SARS?2 infection across Kenya estimated in blood
transfusion donors, seroprevalenceantenatal care screening health care workers andruck drivers

The laboratoryof KEMRparticipated in the/WHO Intedab stud/to establish a WHO International Standard
and Referene Panel All of the presented studies are based on ahdanise ELISA conducted at K&V TR
Kilifi, Kenya. The assay uses an adaptation of the KraBirI&A, previously presented at Solidarity Il, to
measure SARS0V2 antiSpike antibodiesThe assayeadout was optimized to selectively differentiate
between thosepreviously infected vih SARE0V/2 and noninfected individuals. This assay was validated
using over 900 localsicquired serum/plasma samples from 262A18 with a specificity of 99%. Sensitivity
was estimated to be 9298 based on 179 PCR samples taken at least 7 days af@sitive COVHD9 PCR
test in Nairobi.

At the request of the Kenyan Government, ti&VTRRleveloped protocols for sampling blood donors,
attendees at antenatal care clinics (ANC), health care workers (HCW) and truck drivers at different settings
acress the country. The seroprevalence resudtsged from ¢ 50% inthe different populationsat different

time periods, thesare summarised (Figui@ in relation to the period of sampling and the cumulative

number of PCR positive casdentified in Kenya.


https://www.who.int/emergencies/diseases/novel-coronavirus-2019/global-research-on-novel-coronavirus-2019-ncov/solidarity-2-global-serologic-study-for-covid-19
https://www.who.int/publications/m/item/weekly-epidemiological-update---27-january-2021
https://www.who.int/emergencies/diseases/novel-coronavirus-2019/global-research-on-novel-coronavirus-2019-ncov/solidarity-2-global-serologic-study-for-covid-19
https://www.who.int/publications/m/item/WHO-BS-2020.2403
https://science.sciencemag.org/content/371/6524/79

Figure3: Cumulative confirmed COWI® cases per milliopopulationin Kenya and time point of the
seroprevalence studies
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A study of blood transfusion donosampled nearly 10 000 donors from sites across the entire colintry
Results were statistically adjusted on age, sex and region to the population structure of Kenya as well as
being adjusted for assay test performance. Figtilustrates the unadjusted estimates (dots) and the
statistical model estimates for seroprevatee in eight regions and nationally. There is a marked rise in
prevalence in the Nairobi and Coast regions throughout the first wave (March to Sept@o2@mwith a
slightly earlier peak in Mombasa. At the end of the first wave, approximately adea Kenyans is estimated
to have antibodies to SARV2 and this rises to one in five in the major cities, Nairobi and Mombasa.
Based on the estimagefrom the cumulative incidenda Kenya, pproximatelytwo in 1000 Kenyankave
beenconfirmed as PCR posag¥COVIEL9 casesn the same time period



Figure 4: Seroprevalence estimates over time in eight regions and nationally in Kenya; $&ptember 2020
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date of sample collection

In August 2020seroprevalence in 196 expectant moth@msNairobi was estimated at 50% after adjustment

for assay sensitivity and specifiéityn 419 mothers in Kilifi (Coast region), seroprevalence rose from 1.3% in
September to 11.0% in November. Seroprevalence estimates in nearly 700 HCW varied gealgrahi

urban Nairobi in August, seroprevalence was 43.8% while in rural Kilifi and Busia in November, it was 11.9%
and 12.6%, respectively. There was no association between health service role and seroprevalence
suggesting that the cumulative incidenceHCWs was driven more by the community prevalence than by
hospitatbased risk. Truck drivers provide essential services in the pandemic and are subject to mandatory
PCR testing every two weelsmong 830 truck driverseroprevalence was 42.3% in Octopearying little
between the Coast Region (45.2%) and two sites in Busia in the Western Region (36.0%, Pi9%)
illustrates a challenge in pandemic control where mobility of essential workers is necessary to support
movement restrictions of the resif the population.

All studies mentioned were conducted before the second wave (Oct@b20to January2021) of cases in
Kenya. When viewing these results as estimates of cumulative incidence, they illustrate substelral
ascertainment of infections by PCR testing. Additionally, the study in blood donors illustrates large regional
heterogeneity in infection with much higher cumulative incidence in the cities.

Additional SARS-Co\f2 seroprevalence studies are ongoimgkierya with support from WHQOUnity Studies).
a2NB AYyTF2NXNI GA 2 yon SARE@ sefodpidetnidlogy €aNie foumere.

i Mattiuzzo G et alEstablishment of the WHO International Standard and Reference Panel fSAR& 0\V2 antibody. WHO/BS/2020.2403. 2020: WHO(Geneva)
https://www.who.int/publications/m/item/WHO-BS2020.2403

iiUyoga S et al. Seroprevalence of é8ARSC0V2 IgG antibodies in Kenyan blood donors. Science 2021:382;79

i Adetifaet al., Temporal trends of SARSV2 seroprevalence in transfusion blood donors during the first wave of the COPidemic in Kenya. medRxiv 2021
https://doi.org/10.1101/2021.02.09.21251404

v ucinde et al. Sersurveillance for IgG to SARS®V2 at antenatal care clinics in two Kenyan referral hospitals medRxiv 2021
https://doi.org/10.1101/2021.02.05.2125073

vKagucia eal. Seroprevalence of arBARSC0V2 IgG antibodies among truck drivers and assistants in Keeg&xiv 2021
https://doi.org/10.1101/2021.02.12.21251294


https://www.who.int/emergencies/diseases/novel-coronavirus-2019/serology-in-the-context-of-covid-19
https://www.who.int/publications/m/item/WHO-BS-2020.2403
https://doi.org/10.1101/2021.02.09.21251404
https://doi.org/10.1101/2021.02.05.2125073

Special Focus: Update @ARSCoV2 Variants of Concern

WHO, in collaboration with national authorities, institutions and researchers, continues to monitor the public
health events associated with SARS\/2 variants and provides updates as new information
becomesavailable.

Further information on the background ttie variants of concern (VOGs)available from previously
publishededitions of the\Weekly Epidemiologicélpdate Here we provide an update on ongoing studies and
the geographical distribution of select VOCs as reported by countries, territories and areas (hereafter
countries) as of 9 March 2021.

Results of ongoing studies of VOCs are summarized in Table 2 beldesmvhy countries worldwide are
currently experiencing a decline in overall SARS$?2 infections, likely as a result of the public health and
social measures (PHSM) implemented, an increased number of reports of variants have been noted in a
number of coumtries. As surveillance activities at local and national levels are strengthened, including
systematic genomic sequencing to detect cases infected with-EARS variants, the number of countries
reporting VOCs has continued to increase (Table 2, Fi§u&and 7, Annex 2). This information should be
interpreted with due consideration of limitations of ongoing surveillance, including but not limited to
differences between countries in sequencing capacity and which samples are prioritized for sequencing.
WHO continues to advocate for strengthening surveillance and sequencing capacity, and a systematic
approach to provide a representative indication of the extent of variant transmission. New potential variants
of interest (VOIs) or VOCs are currently unagstiew and may be added to future updates.


https://www.who.int/emergencies/diseases/novel-coronavirus-2019/situation-reports

Table 3: Overview of emerging information on key variants of concern, as of 9 March 2021*

Nextstrain clade
PANGO lineage

GISAID clade
Alternate names
First detected by
First appearance
Key spike mutations

Key mutation in common

Transmissibility*

Severity*

Neutralizationcapacity

Potential impacts on
vaccines*

Potential impacts on
diagnostics*

Countries reporting cases

(newly reported in last
week)**

201/501Y.V1
B.1.1.7

GR

VOC 202012/01

United Kingdom

20 September 2020
H69/V70 deletion; Y144

20H/501Y.V2
B.1.351

GH

VOC 202012/02

South Africa

Early August 2020

L242/A243/L.244 deletion; K417N E484K,

deletion; N501Y; A570D; N501Y

and P681H

20J/501Y.V3
B.1.1.28.1, alias
pP.It

GR

Brazil / Japan
December 2020
K417N, E484K;
N501Y

S106/G107/F108 deletion in NeéBtructural Protein 6 (NSP6)

Increased (36%75%},
increased secondary

Increased [1.50 (95% @l120-2.13) times
more transmissible than previously

attack rateé® (10% to 13%) circulating variants]®

Possiblaéncreased risk of No impact reported to date® no

hospitalizatiori, severity
and mortality?

Slight reduction but
overallneutralizing titers
still remained above the

levels expected to confer

protection®

No significant impact on
Moderna, Pfizer
BioNTech, and Oxford
AstraZeneca vaccines?é

S gene target failure

(SGTH! No impact on Ag

RDTs observéd
111 (5)

significant change thospitalmortality®

Decreased, suggesting potential increaset
risk of reinfectiory 10 11

Moderna and PfizeBioNTech: Reduction i
the neutralizing activity, but impact on
protection against disease not know'8
Novavax and Janssen: Lower vaccine
efficacy in South Africa compared to
settings without the variant (press release
data only). Moderatesevere disease were
assessed. Selagic neutralization results
pending?® 20

AstraZeneca: Limited vaccine efficacy
against mildmoderate COVI9 disease,
with wide confidence intervals, impact on
severe disease undetermined. Serologic
neutralization substanti reduced
compared with original strains, based on
small number of samples analyZéd?
Nonereported to date

58(3)

Increased, more
transmissible than
previous
circulating
variant$

Under
investigation,
limited impacf
Decreased,
reinfections
reportedt?14

Under
investigation

None reported to
date

32 (3)

"While work is ongoing to establish standardized nomenclature for key variants, these are the names by which WHO will refe

to them in this publication.

*Generalized findings as compared to AG@C viruses. Based on emerging evidence from multiple countries, including non
peerreviewed preprint articles and reports from public health authorities and researgldirsubject to ogoing

investigation and continuous revision.
**Includes official and unofficial reports of VOCs detections in countries among either travellers (imported cases only) or
community samples (local transmission).



Variant VOC 202012/01
Since our lastpdate on 9 March, VOC 202012/01 has been detected in five additional couAgies9 March, a

total of 111 countries across all six WHO regions have reported cases of this variant (Figure 5).

Figure 5. Countries, territories and areasporting SAR€ 02 VOC 202012/01 as of 9 March 2021
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Variant 501Y.V2

Since the last update on 2 March, 501Y.V2 has been reported from three additional cogtutaisg 58
countries across all six WHO regions (Figure 4). In severalveitbasthe African Region, variant 501Y.V2
has been reported to comprise a high proportion of sequenced sambples.

Reductions in neutralizing antibody activity against 501Y.V2 following either natural infection or vaccination
have been documented?*and discussed in past editions of thésekly Epidemiological Updateindings

from a recent study that analyzed convalescent plasma from 20 patients and sera from 22 participants of
vaccine trials [Moderna SAR®V2 mMRNAL273 vaccine (12 pacipants); Pfizer BNT162b2 COMMD

vaccine (10 participants)] indicated that relative to the original SB&®&, there was a substantial decrease

in the neutralizing activity of convalescent plasma {@ld)) and sera from vaccinated participants (1th3
12.4fold) against the 501Y.V2 variat.



https://www.who.int/emergencies/diseases/novel-coronavirus-2019/situation-reports

Figure 6. Countries, territories and areas reporting SARS/2 501Y.V2 as of 9 March 2021
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Variant P.1

Since our last update, variant P.1 has been reported in three additiomitries. As of 9 March, this variant
is reported in 32 countries across all six WHO regions (Figure 5).

Figure7. Countries, territories and areas reporting SARS8\V2 P.1 variant as of 9 March 2021




























































