COVID-19 Weekly Epidemiological Update

Data as received by WHO from national authorities, as of 21 February 2021, 10 am CET
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Global overview

The number ofjlobal new cases reported continsi® fall for the sixh consecutive weekwith 24 million new

cases last week, H% decline compared to the previous week (Figure 1). The number of new cdsohs
continued to fall for the pastthree weeks with nearly66 000 new deaths reported last week268% decline as
compared to the previous week. A totalfolur out of six WHO regions reported declgia new case¢Table

1), with onlySouthEast Asia anthe Eastern Mediterranearegiors showing asmall2% and/%increase

respectively TheAmericas continue to see the greatest drops in absolute numbers of cases. Mearihdile

number of new deaths declined in all regiaazart fromthe Western Pacifi(6% increase).

Figure 1: COVID-19 cases reported weekly by WHO Region, and global deaths, as of 21 February 2021**
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*SeeAnnex: [@ta, table and figure notes
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In the past week, the five countries reporting the highest number of new cases continue to be the United
States of Americad@0467 new cases, 9% decrease), Brazil @221 new cases, 4% decrease), France
(131179new cases, 8%increase), the Russian Federati®2 843new cases, an 11% decrease), dandia

(86 711 newcases, d 0%increase).

Table 1. Newly reported and cumulative COVID-19 confirmed cases and deaths, by WHO Region, as of 21 February
2021%*

New cases Change in Cumulative New deaths | Change in new Cumulative

WHO Region inlast7 | new cases in cases (%) inlast 7 days | deaths in last deaths (%)

days (%) | last 7 days * ° (%) 7 days * °
. 1 066 990 0 49 296 115 34 386 0 1171294
Americas (43%) 19% (45%) (52%) 23% (48%)
939 271 0 37574 211 24 102 0 838 761

Europe (38%) & (34%) (36%) 19% (34%)
. 157 379 0 13 345 590 2189 0 204 796

SouthEast Asia (6%) 2% (12%) (3%) 6% (8%)
Eastern 181 969 704 6 181 023 2443 3¢ 141 915
Mediterranean (7%) 0 (6%) (4%) 0 (6%)
. 66 453 0 2 789 884 2038 0 70 332
Africa (3%) 2% (3%) (3%) 20% (3%)
. 44 964 1576 330 1201 28 220

-Q0, [0)

Western Pacific (2%) 9% (1%) (2%) 6% (1%)
2457 026 o, 110763898 66 359 o 2455331

Global (100%) 1% (100%) (100%) ~20% (100%)

*Percent change in the number of newly confirmed cases/deaths in past seven days, compared to seven dRegigrabpercentages
rounded to the nearest whole numbglobal totals mayot equall00%.
" SeeAnnex: [@ta, table and figure notes

For the latest data and other updates on COWDplease see:
T WHO COVHD9 Dashboard
T WHO COVHD9 Weekly Operational Update



https://covid19.who.int/
https://covid19.who.int/
https://www.who.int/emergencies/diseases/novel-coronavirus-2019/situation-reports/

Figure 2. COVID-19 cases per 100 000 population reported in the last seven days by countries, territories and areas, 15 February through 21 February 2021**
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Special Focus: WHO COVID-19 vaccine policy recommendations

WHO relies on th&trategic Advisory Group of Experts on Immunizat®AGE) to issue policy
recommendations on COWD vaccination to Members States. Through an establighetthodological
processooted in evidencebased medicine, and with the support of a dedicated C@\@izaccineworking
group, SAGE has issued three sets of inteeicommendations to date, coverinthe Pfizer BioNTech
BNT162b2 vaccinghe Moderna mRNAL273 vaccine and theAstraZeneca Oxford University AZD1222
vaccine

The last of these reviews examined AstraZeneca core clinical data from the PBatisidal trials. The WHO
interim recommendations that ensued applyAZD122 (named generically as ChAdEx1
[recombinant])vaccineagainst COVHD9, developed by Oxford University (United Kingdom) and

AstraZenecaas well ago ChAdOx4S [recombinant]yaccinesagainst COVHD9 produced by other

manufacturers. These include tigerum Institute of India and SK Bioscience (South Korea), both of which rely
on the AstraZeneca core clinical data and have demonstrated equivalence in their regulatory lewidvoe

the responsibility ofEmergegcy Use tisti§yL) prooceds teeessura thad prodidt® * s
emerging from different manufacturing faciliti@se equivalent.

For each of these three vaccines, SAGE was able to issue policy recommendations because of the publication
of appropriate dateby the vaccine developers and on the basis that the vaccine was in the process of acquiring
EUL from WHO ormarketing authorization from a stringent regulatory authority, such as the European
Medicines AgencyWVHO assesses vacciveish a pathway to prequalification or EUL as they become available.

In that context and under exceptional circumstances, WHO will review products with authorization from a
regulatory authority considered by WHO as maintaining the highest of standardsif&igh has yet to be
confirmed, such as was the case for the Moderna and AstraZeneca vaccines. It should further be noted that
EUL is a WHO tirdenited regulatory recommendation based on a risnefit assessment of limited amount

of quality, safety anefficacy data for use during a public health emergency. SAGE recommendations, on the
other hand, are policy recommendations to guide ministries of heatith their recommending bodiesnd

disease programmes on the use of regulated products to optimizéntfigidual and public health benefit of
vaccines. The two sets of recommendations are complementary. WHO cannot comment or make
recommendations on vaccines until the manufacturer in question has chosen to share the relevant data and
allows SAGE, on behalfWHO, taconducta formal assessient. WHO urges all manufactures to share

evidence to allow prompt review and guidancedssigrated WHO experts and advisory groups.

SAGHoes not usually make vaccia productspecific recommendations, issuinggtead one
recommendation that covers all vaccines for a given disease, unless the evidence suggestsgpexfict
recommendations are needed. Tharrentsituationwith respect to COVHR9 differs as a large variety of
vaccines based on very differgpiiatform technologiess being developedand data on the performance of
eachvaccineare still emerging.Products also have varying characteristics, including storage and handling
requirements such thatsome may be considered more suitable for certattiags than others.
ConsequentlySAGEHs issuing produckpecific recommendationfer COVIEL9 and will likely continue doing

so for additionatandidatevaccinesin the longer runthese recommendations may be regrouped into overall
recommendations for COVAD® vaccination.

SAGE began to mobilize &gidence review andecommendation process for COVID vaccination policy as

early as thesummerof 2020. An essential starting point to this process was the preparation and release of two
critical documents forming the foundation for future vaccisigecific interim recommendation$hese consist

of the WHOSAGHRalues framework for the allocation and prioritization of CO¥¥Dvaccinatiorand theWHO
SAGE Roadmap for Prioritizing Uses of CQYNaccines in the Context of Limited Supwlyich jointly guide
countries in their prioritization of target group$he Roadmap highlights the importance of vaccinating



https://www.who.int/groups/strategic-advisory-group-of-experts-on-immunization/
https://www.who.int/immunization/sage/Guidelines_development_recommendations.pdf
https://www.who.int/immunization/sage/Guidelines_development_recommendations.pdf
https://apps.who.int/iris/handle/10665/338484
https://apps.who.int/iris/handle/10665/338484
https://apps.who.int/iris/handle/10665/338862
https://apps.who.int/iris/handle/10665/339477
https://apps.who.int/iris/handle/10665/339477
https://www.who.int/teams/regulation-prequalification/eul#:~:text=The%20WHO%20Emergency%20Use%20Listing,by%20a%20public%20health%20emergency.
https://apps.who.int/iris/handle/10665/334299
https://www.who.int/publications/m/item/who-sage-roadmap-for-prioritizing-uses-of-covid-19-vaccines-in-the-context-of-limited-supply
https://www.who.int/publications/m/item/who-sage-roadmap-for-prioritizing-uses-of-covid-19-vaccines-in-the-context-of-limited-supply

frontline health workers ad older people with and without comorbidities firgtnd outlineshow additional

groups can then be vaccinated as more vaccine becomes available, in keeping with the local epidemiological
context. TheRoadmapmalso encourages national programmes to consgteups that are disproportionately
affected by the pandemic and to continuously base vaccination decisions on a thorough risk benefit
assessment.

For all three vaccines reviewed to date, SAGE concluded that the known and potential bautefégh the

known and potential risks. The high efficacy of each of the products was acknowledged, despite insufficient
data on if and how these vaccines impact virus transmissitimpugh it is likelyhere will be some level of
protection against transission.These vaccines will have a beneficial effect on the high rate of severe disease
and mortality caused by SAR®\2 infection, a key objective of vaccinatiollore work is needed to

understand if this is the case for all circulating variants oceon.

Based on current data for each of these three vaccines, a regimen of 2 full doses of the same vaccine is
recommended, injected intramuscularly in the upper arm. This means the dosaget be reducegdor
interchanged{.e.,if the first dose is PZerBioNTech vaccing¢he second should not bdoderna or
AstraZeneca&accine). There are multiple reasons for this, including a lack of research so far on
interchangeability. Furthermore, each vaccine has a different minimum interval time between dasssond
dose of the PfizeBioNTech vaccine can be administered after three weeks; the Moderna vaccine requires a
minimum interval of four weeks, which can be extended to six weeks; and the AstraZeneca vaccine requires ar
interval of no less than eight ve&s which can be extended to twelve. This latter WHO recommendation
deviates slightly from the vaccine developers, who have determined the product is sufficiently efficacious
when a second dose is administered after four weeks. SAGE preferred to recorart@ger interval for the
AstraZeneca vaccines based on the evidence that supported an improved vaccine performance (for efficacy
and immunogenicity) when delaying the second dose by a few weeks.

With all three vaccines, it is recommended that the admmaisbn of any othewaccine against other
conditions be held off for at least two weeks after vaccination against GO8/lintil data on ce
administration become available.

The minimum recommended ages for CO¥fvaccination vary only slightly between the three vaccines and
SAGE confirmethere isno upper limits forany ofthe three vaccines. These conclusions were based on
available data and will evolve when more efficacyl safety data become available. The same evidence
scenario applies for specific populations such as pregnant or lactating women, as well as persons with
compromised immune systems or living with HIV. For each of these groups, there is no reasorviotbelie
vaccine would be harmfu especially since these are not vaccines containing live viruses which can replicate
however,more evidence is being sought in order to further inform WHO policy recommendations. Whenever
possible, potential vaccine recguits should be informed and counselled in relation to the available data and a
risk-benefit assessment of their individual case. It should be clarified Wiste recommendations exist for

these profiles, there are no current COMIB vaccination recommendations for children and adolescents.

WHO recommendations on who may be vaccinated with each of the three vaccines are summarizedan Table
with the assumpon that people falling into highisk groups €.g.,health workers or people witho-
morbidities) are being prioritizeésper the WHO SAGE Roadmap on CEl9Iaccines



Table 2. Who can be vaccinated with which vaccine against COVID-19?

14

priority group and

priority group and

SAGE INTERIM PfizerBioNTech Moderna mRNAL273 | Oxford University-
RECOMMENDATION BNT162b2 vaccine vaccine AstraZenecaAZD1222
vaccine

Minimum age 16 years ;a; 18 years ;g; 18 years :g;

H gr wyyr ygr
requirement
Maxi.mum age none ia; none ia; none iag
requirement
Ok for pregnant women?| Yes, if in high :a; Yes, if in high 8

Yes, if in high B

priority group and

ok’”d by helok’”d by he|ok’ dealhygare
provider. provider. provider.
Ok for breastfeeding Yes, if in high ;g; Yes, if in high ;E; Yes, if in high ;Q;
mothers? priority group. ¥ | priority group. ' | priority group. ="
Ok for people with yes EEE yes iag yes iag
compromised immune
systems?
Ok for people living with | yes Hr | yes Hr | yes Or
HIV? ¥ b 3

Ok for people previously
infected with SARE0V2
(confirmed by PCR test)7

Yes, though that gr
person may elect 1"
delay vaccination up

to 6 months from

Yes, though that

Y|

A O 4

‘g;
person may elect 1

delay vaccination up

to 6 months from

Yes, though that 3¢
person may elect {0
delay vaccination up
to 6 months from

history of severe allergic
reaction (anaphylaxis)?

the time of the time of the time of
infection. infection. infection.
Ok for people with a no ;a; no ;g; No, if anaphylactiqe
wy wyr r

reaction was linket
to anycomponent
of the vaccine.

No studies havget been conducted to compare these three vaccines and despite the above listed similarities,
there are also notable differences such as the dose size, the number of doses per container, and the required
storage conditions. These differences affect the pgiaround vaccination, including the handling of vaccine
vials and the timeframe within which a vial must be used once thawed or brought to ambient temperatures.

In some cases, the less constraining temperature requirements can make storage and dbstrituth

easier, especially when freezing is neither needed nor recommended. However, in no way do these differences
diminish the respective performance of the vaccinghkich in all three cases are recognized as highly

efficacious and with excellent sajeprofiles.

While these vaccingandotherscoming through the pipeline, offer us reason to be optimigtie, current
lack of evidence of their effect on transmissiairculating variants of conceropupled with acontinung
limited supply of the vaccines, mean that more data collection is requamedipublic health and social
measures (PHSNNust continue and should bepractised by all individuals regardless of vaccinatgiatus,

including use of face masks, physical distancing, fveehing and other measures.




Special Focus: Update on SARS-CoV-2 Variants of Concern

WHO, in collaboration with national authorities, institutions aedearchers, continues to monitor the public
health events associated with SARS\/2 variants and provides updates as new information
becomesavailable.

Further information on the background tfe variants of concern (VOGs)available from previously
publishedDisease Outbreak Nevasid recent publications of thé/eekly Epidemiological Updatdere we
provide an update on ongoing studies and the geographical distribution of select VOCs as reported by
countries, territories and areas (hereafter countries) as of 23 Feb2@2§.New variants of potential interest
or concern are continuously emerging; we provide here an update on two such variants currently under
review.

Results of ongoing studies of VGssummarized in Tablg below. While many countries worldwide are
currently experiencing a decline in ovelf@AR&C 0,2 infections likely as a result of the public health and
social measures (PHSM) implementiitre has been amcreasechumber of reportsof variantswhichare of
concern. As surveillance activities at local and national levelstaegthened, including strategic genomic
sequencing to detect cases infected with SARS?2 variants, the number of countries reporting VOCs has
continued to increase in the past bmveeks (Tabl8, Figures3, 4 and5, Annex 2). In addition, the number of
countries reporting local transmission of VO@sincreased in the samperiod.

Increasedransmissibilityhas been reported for some VOCs resulting in increased incidence in settings
experiencing community transmissiodRHSM remain critically important to curb the spread of SBR&?,
including newly reported variants. Evidence from multipbeintries withextensive transmission of VOCs has
indicated that the implementation of physical distancing and other PHSM has been efiactddericing
COVIEL9 case incidencgavhich has led to a reduction hrospitalizationsamong COVHR9 patients Findings
from new studieevaluating transmission, severity and impact on medical countermeastillesontinue to
help inform PHSM employed by Member States.


https://www.who.int/csr/don/31-december-2020-sars-cov2-variants/en/
https://www.who.int/emergencies/diseases/novel-coronavirus-2019/situation-reports

Table 3: Overview of emerging information on key variants of concern, as of 23 February 2021*

Nextstrain clade
Pango lineage
GISAID clade
Alternate names
First detected by
First appearance
Key spike mutations

Key mutation in common
Transmissibility*

Severity*

Neutralization capacity*

Potential impacts on
vaccines*®

Potential impacts on
diagnostics*

Countries reporting cases
(newly reported in last
week)**

"While work is ongoing to establish standardized nomenclature for key variants, these are the names by which WHO will refer

them in this publication.

201/501Y.V1

B.1.1.7

GR

VOC 202012/01"

United Kingdom

20 September 2020
H69/V70 deletionY144
deletion, N501Y A570D
D614GandP681H

20H/501Y.v2"

B.1.351

GH

VOC 202012/02

South Africa

Early August 2020
L242/A243/L244eletion; N501Y D614G
E484KandK417N

20J/501Y.V3
B.1.1.28.1

GR

P.1"

Brazil / Japan
December 2020
N501YD614G
E484KandK417N

S106/G107/F108 deletion in Nedtructural Protein 6 (NSP6)

Increased (36%75%¥,
increased secondary
attack raté (10% to
13%)

Possible increased
severity and mortalit§

Slight reduction but
overallneutralizing titers
still remained above the
levels expected to confe
protection?

No significant impact on
Moderna, Pfizer
BioNTech, and Oxford
AstraZeneca vaccings®

S gene target failure
(SGTFEY No impact on
Ag RDTSs observéd
101 (7)

Increased [1.50 (95% CI: 1.2A.3) times
more transmissible thapreviously
circulating variants]®

No impact reported to date®, no
significant change hospital mortality

Decreased, suggesting potential increas:
risk of reinfectiofi®1°

Moderna and PfizeBioNTech: Reduction
in the neutralizing activity, but impact on
protection against disease n&hown1>16
Novavax and Johnson & Johnson: Lowe
vaccine efficacy in South Africa compare
to settings without the variant (press
release data only). Moderatsevere
disease were assessed. Serologic
neutralization results pendiny:8
Oxford/AstraZenecd:imited vaccine
efficacy against mildhoderate COVI29
disease, with wide confidence intervals,
impact on severe disease undetermined.
Serologic neutralization substantially
reduced compared with original strains,
based on small number of samples
analyzed®?°

None reported to date

51 (5)

Suggested to be
increased

Under
investigation, no
impact reported
to date
Potential
decrease, small
number of
reinfections
reportedt12
Under
investigation

None reported to
date

29 (8)

*Generalized findings as compared to AGOC viruses. Based on emerging evidence from multiple couimdksling non
peerreviewed preprint articles and reports from public health authorities and researghdrsubject to ongoing investigation

and continuous revision.

**Includes official and unofficial reports of VOCs detections in countries amomrg &ékiellers (imported cases only) or
community samples (local transmission).



Variant VOC 202012/01

Since our last update on 16 February, VOC 202012/01 has been detected in seven additional cssiofr23.
February, a total of 101 countries acrodssad WHO regions have reported cases of this variant (Figure

3). Community transmission has been reported in at least 45 countries across five WHO regions, noting that
transmission classificationgsirrently incompletdor 23 (23%) countries reporting this variant.

Since January 2024everalcountries and in the Eopean Region in particular, have observed a marked
increase in the number and proportion of cases infected with VOC 202012/01 among samples tested by PCR
based screening and whole genome sequenéins of 8 February, the proportion sequenced sampléa
whichVOC 202012/0fvasdetected in Spain varied across the different regions from 0.4% to 53.BUsing

the epidemiological week 6 (from 7 to 14 February 2021), Germany detected VOC 202012/01 in 22% of the
specimens analysed (23 000 samples testéd@5% in Frangé and47% in Denmatk®?’In the United States

of America (USA), genomic sequencing by commercial laboratory suggested prevalence of VOC 202012/01
to be approximately 1% nationwide, and over 2% in some States as of 3 Februadj 20atherstudy

estimated a 3.6% prevalence of VOC 202012/01 by the end of January 2021 usygiieetarget fdure

(SGTF; a proxy used to identify cases infected with VOC 2020%2/84 of 21 February, the USA has reported
a total of 1661 cases from 44 States in the United States of Anf@raiditionally, the VOC 202012/01 has
increasingly been associated with outbreaks in several different seftirigs

On 21 January 2021, the United Kingdom" s New and
(NERVTAG) released analyses suggesting increased disease severity and risk of death in cases with SGTF
compared to cases without SGTWhen comparing cases with SGTF to cases without SGTF: (i) one study
reported the relative hazard of death within 28 days of testing to be 1.35 (95% CIt.6&)3 (ii) one study
reported the mean case fatality ratio to be 1.36 (95% CI-1.58) by a cascontrol weighing method; (iii) one
study reported a mortality hazard ratio of 1.91 (95% CI-R.34) (studies unpublished to date). In addition, a
matched cohort analysis reported a death risk ratio of 1.65 (95% CF2128) for cases infected with \CO
202012/01 compared with nelvOC 202012/01 cases. Although there are limitations to these studies including
representativeness of the dataset used, théselings follow an initial assessment that there was no

significant difference in the risk of hosgitation or death as compared to other variants, conducted in
December 2020. The absolute risk of death of SB®R& remains low, and additional studies are required to
investigate these findings.

Based on available information, VOC 202012/01 has rex bssociated with decreased neutralization activity of
polyclonal antibodies such as vaccutexived or convalescent sera. However, the genomic changes of the epitope
which binds to the host cell receptor, such as deletions in the N terminal domain fieetylending of this variant

to monoclonal antibodies, indicating possible effects on the efficacy of monoclonal antibodies used as
therapeutics®

A pre-print study with a small sample size (n=65, including 7 infaaidigidualswith VOC 202012/01), sggsted
that individuals infected with VOC 202012/01 hawiger duration of acute infection and similar peak viral load
whencompared to noAvOC 202012/01 variantéHowever, thesare preliminanyfindingsand requirefurther
investigationswith larger cohorts



Figure 3. Countries, territories and areas reporting SARS-CoV-2 VOC 202012/01 as of 23 February 2021
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Variant 501Y.V2

Since the last update on 16 February, 501Y.V2 has been reported from five additional countetotalling

51 countries across all six WHO regions (Figur€ommunity transmissioof 501Y.V2as been reported in

13 countries across four WHO regions, noting the transmission classification is currently incomplete for 21
(41%) countrieseporting this variant. In several areas within the African Region, variant 501Y.V2 has been
reported to comprise a high proportion of sequenced samgtes

Studies highlighting reductions in neutralizing antibody activity against 501Y.V2 followingreitbeal

infection or vaccination, with potential to impacg-infection risk owvaccine effectiveness have been discussed
previously (see Tabl& and past editions of theveekly Epidemiological UpdgteA preliminary report with a
small sample size (@8) indicated that the serum neutralization capacity of serum elicited by BNT162b2
vaccine, produced by Pfiz8ioNTech, was weaker against vari&iY.V2 by approximately two thirds as
compared to that of another variari® Further studies are needed to fully understand efficacy of existing
vaccines.

Recent preliminary evidence suggests that variant 501Y.V2 may compromise immunity indicatingapotent
increased risk of reinfection. There is now growing evidence that the mutations present in this variant may
help the virus evade immune system responses triggered by previous infections eC8XR8r by vaccines.
There has been a report afSARE/-2 reinfection with the 501Y.V2 variant months after recovering from a
first episode of COVHD9 with a more severe clinical presentatidh


https://www.who.int/emergencies/diseases/novel-coronavirus-2019/situation-reports

Figure 4. Countries, territories and areas reporting SARS-CoV-2 501Y.V2 as of 23 February 2021

Transmission s ¥
- Community transmission (13) “/
Imported/Sporadic (17) AR
Pending (21)
Verification
Under verification
»4(. ) m’a‘e\i;‘;ﬂ:)m" The designations employed and the presentation of the malerial in this publication do not imply the expression of any
- Not applicable 0_ — 2,500 SADD“O’“ opinion whotsoaver on the port of WHO concerning the legal status of any country, lecritory, city or area or of ifs
outhorities, or conterning the delimitation of its frontiers or boundories. Dotted ond dashed lines on maps represent

Data Source: Workd Health Organization

Map Production: WHO Health Emergencies Programme © Worid Health Organizaion 2021, Al rights reserved approximate border lines for which there may not yet be full agreement

Variant P.1

Since our last update, variant P.1 has been reported in eight additional countries. To date, this variant is
reported in 28 countries across all six WHO regions (Fu@ommunity transmissioaf P.1has been
reported in at least three countries in one WHO region, noting the transmission classification is currently
incompletefor 8 (28%6) countrieseporting this variant.

In a genomic survey conducted from April to November 2020 in Ama&etas Brazil, variant P.1 was found

to be the most prevalent variant among 148 whaglenomes sequenced, comprising 47% (69/148) of
specimens collected from 12 municipalit®During he period of 1 November 2020 to 13 January 2021,
sequencing of samples from different municipalities in Amazonas found rapid increase in the proportion of
variant P.1 in the statdn the state capitaManaus, cases associated to the P.1 variant were initially detected
on the 4 December 2020 and as of January 2021, 91% of cases were infected with the P1 variant. Furthermc
the variant was found in a widespread geographic distribution in the $tate.

Figure 5. Countries, territories and areas reporting SARS-CoV-2 P.1 variant as of 23 February 2021
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Emerging variants of interest or concern

To inform local, national and regional risk assessments, surveillance ofC8R Sariants continues globally
with timely sharing of sequence data. As of 23 February 2021, 58@000 sequences of SAB&\2 globally
have been uploaded into publicly aleble databasedNew variants of potential interest or concern are
continuouslyemergingand undergo assessment. We provide here an updateversuch variants currently
under review.

Variant B.1.525 (also referred to as M0P102/03, and previouslyK1188), was first detected in the United
Kingdom and Nigeria in December 202&ince then, it has been detected in at least another 13 countties

This variant is partially similar to the 501Y.V2 variant and contains mutatioict maybe associated with

some degree of biological significance, including the E484K, Q677H and F888L mutations, as well as a similz
numberof deletionsthat are contaird inB.1.1.7.

A variant of B.1.1.7 witan E484K mutatiorigbelledvVOC 202102/08y the United Kingdom health

authorities) has been detected in South West England. As of 17 February 2021, 26 cases of this variant have
been detected in the UniteKingdom®3 Local authorities are responding with enhanced PHSM with the aim to
prevent further spreadThe E484K mutation is a mutation in the spike protein and has associated with
antigenic change, as well as increased binding affinity to the huraahraceptor, Angiotensin Converting
Enzyme 2 (ACE2), in conjunction with the N501Y mut4tied84K has been labelled as an escape mutation,

so called because it may help the SARS2 virus to evade host immune defences. It has been identified as

an achptation of SARE0V2 in at least one immunocompromised patient with long lasting infectforhe

E484K mutation has been identified independently in several variants (including 501Y.V2 and P.1.), indicatin
convergent mutations, where distinct lineageslependently acquire similar genetic mutatiotis Although

there is no evidence that this mutation alone is associated with increased disease severity or higher
transmissibility, E484K is of significance due to its possible impact on immune respmtsee efficacy and
transmissibility*°

Further investigations are required to better understand the importance of specific mutations (and/or clusters
of mutations), whether they are identified in emerging variants of interest or concern, as well asgngo
adaptations and evolution of SAIRS\2.

WHO Recommendations

National and local authorities are encouraged to continue strengthening existing disease control activities,
including epidemiological surveillance, strategic testing, and increased roysiensatic sequencing of SARS
Co\f2 where feasible (for more information, please see WHO advice in the previously pulilistede
Outbreak Newk

WHO has been tracking mutations since the beginning of the pandémiane 2020, WHO established the
SARE0V2 Virus Evolution Working Group (VEWGspecifically assess new varianisgether withMember
Sates and partnersa global risk monitoring framewotkas been establisheib:

1 Goordinate and harmonia global systerfor monitoring and assessing SARS/2 variants and their
impact;

1 Identify critical priorities, thresholds, and triggers for decismaking

9 Define a multidisciplinary coordination mechanism to collect, analyze, and share data to inform decision
makirg, including on vaccination progranad

i Leverage and enhance existing technical networks and expert groups

Working definitions of SARSo0\,2 variants of interest and variants of concérave been developed arate
currently under reviewwith an aim topublishlater this week


https://www.who.int/csr/don/31-december-2020-sars-cov2-variants/en/
https://www.who.int/csr/don/31-december-2020-sars-cov2-variants/en/

WHOis working to increase sequencing capacities glolaaithas publisheds comprehensive
implementation guide and risikonitoring frameworko support countries set up higimpact sequencing
programmes for SARS0\2 variants and maximize public health impact.

PHSM have proven t@main effective against VOCs to datéHO continues to advise that the application and
adjustment of PHSM should be driven by detailed data analyses of epidemiology at the most local level
possible (for more information, please seardechnical guidance
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WHO regional overviews

African Region

In the past week, the African Regimportedover66 400cases an@000deaths,
a 2%and 20% decreaseespectivelycompared to the previous weeRhis is the
fifth consecutive weekhe Region reported decreases in both new cases an(
deaths Thehighest numbes of newcases were reported in South Africe2(304
new cases20.7new cases per 10000 populatiors a25%decreasg, Mozambique
(6380new cases20.4new cases per 10000, a42% increaseandEthiopia(6153
new casesb.4 new cases per 10000, a45% increase

The countries reporting the highesumberof new deaths in the past week were
South Africa1119 new deaths;1.9 new deaths per 10000, a 32% decrease,
Ethiopia (90 new deaths;0.1 new deaths per 10000; a150% increasg and
Nigeria 84 new deaths<0.1 new deaths per 10000, a 16%decrease).
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Region of the Americas

Overl million new caseandover34 300new deaths were reported in the Region
of the Americas this weela19%and23%decrease repectivelycompared to the
previous weekThehighest numbes of new casesvere reported fromthe United
States of Americad@0 467new @ses;145.2new cases per 100 000 population; a
29% decreaskg Brazil 816 221new cases;148.8new cases per 100 00@;1%
decreas@ and Mexico (51 537new cases#0 new cases per 100 000; 22%
decreasg.

Thehighestnumbersof new deathswere reported from the same countrieghe
United States of Americd4 747new deaths#4.5new deaths per 100 000;31%
decreasd, Brazil {276 new deaths;3.4 new deaths per 100 000; 2%0deaease)
andMexico 408new deaths5.0new deaths per 100 000;22%decrease)
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Eastern Mediterranean Region

In the past week, the Eastern Mediterranean Region reported d8&r000new
cases, @%increasecompared to lastveek The region reportegust over2400
new deathsa 3% derease The three countries reporting the highest number
of new caseshis week werehe Islamic Republic dfan 65 208new casest5.7
new cases per 100 000 populatian/%increase, Iraqg 3 122new casesb7.5
new cases per 100 00068% increase) anthe United Arab Emirate®@ 570
new cases2282 new cases per 100 0082%increase)

The highest numbernf new deathghis week have beereported inthe Islamic
Republic ofran 626 new deaths0.6 new deatlsper 100 000 populatiara 12%
increase) Egypt(363new deaths0.4new deatls per 100 000a 10%increasg and
Lebanon336new deaths4.9new deatts per 100 000a 16%decreass.
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European Region

The European Region repedover 939 000new cases anaver24 000 new

deaths,a decrease 0f7% andl9%respectively wherwompared to the previous

week.The three countries reporting the highest numbef new casesvere
France {31 179new cases201lnew cases per 100 008 3%increase)the

Russian Federatiof®2 843new cases63.6new cases per 100 006n 11%
decrease), anditaly (84 977new casesl40.5new cases per 100 008n 1%

decreasg.

The highest numberof deaths were reported from the United KingdoB8467

new deaths5.1new deaths per 100 00@ 28%decrease)the Russian
Federation(3167new deaths2.2new deaths per 100 00@& 9 decreasgand
Germany(2881new deaths3.4new deaths per 100 00@ 16%decreasé.
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South-East Asia Region

In the past week, the Southast Asidegion reported over 87 000 new cases,
anincrease o2% compared to last week. The region repornteer 2100 new
deaths, &% decreaseT he three countries reporting the highest numbef
new casesverelndia @6 711new casesb.3new cases per 100 00018%
increase)Indonesa G0 650new cases22.2new cases perd 000 a5%
decreasg andSri Lank#628new cases21.6new cases per@ 000; £26%
decrease.

The three countries reporting the highest numbers of new deaths this week
Indonesia(1380new deaths0.5new deatts per 100 00Qan 11%decrease),
India (660 new deaths<0.1 new deatls per 100 000a 2%increase) and
Bangladesh76 new deaths<0.1 new deatk per 100000, nochange imew
deaths reported this week as compared to last week).

Western Pacific Region

The Western PacifiRegiorreportedjust under45 000new cases the past
week,a 9%decreasecomparedto the previous weekThe region reported
1200 new deaths, &%increase The three countries reporting the highest
numbers of new case# the regionthis week wereMalaysia {8 467new
cases57.1new cases perd0 00Q a 20%decreasg, the Philippineq12 033
new casesil.0new cases pet00 00Q a 2%increasg, andJapan(10 035
new cases7.9new cases pet00 000 a 9%decrease)

The three countries reportinthe highest numbersf new deaths thisveek
werethe Philippinesg61new deaths; (b new deaths per 100 00@&41%
increas@, Japan505new deaths0.4 new deaths per @0 00Q a 12%
decreasg, and Malaysia(93 new deaths0.3 new deaths per @0 00Q an 8%
decreasé.
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Key weekly updates

9 WHO Director-General Dr Tedros issued a statement on Tanzania on 20 February®* A’ number of
Tanzanians travelling to neighbouring countries and beyond have tested positive forCIOMIRe situation
in Tanzania remains concerniyHO urgs Tanzania:

0 to start reporting COVHD9 cases and share data
o toimplement the public health measures that we know work in breaking the chains of transmission
0 and to prepare for vaccination.

GISRS Surveillance of SARS-CoV-2

1 Operational considerations to expedite genomic sequencing component of GISRS surveillanceCoN2ARS
16 February 2021

Management of the blood supply in response to the pandemic outbreak of coronavirus disease (COVID-19)

1 Maintaining a safe and adequate blood supply and collecting conealgsiasma in the context of the
COVIEL9 pandemicinterim guidance, 17 February 2021

COVID-19 vaccines

Country readiness for COVID vaccines

Draftlandscape and tracker of COMIB candidate vaccines

World Waking Up to Vaccine Equity

G7 leaders commit US$ 4.3 billion to finance global equitable access to tests, treatntbuésaines in 2021
COVAX Statement on WHO Emergency Use Listing for AstraZeneca/Oxford €ad€ine

Coronavirus disease (COMI®) Q&A update Vaccines safety

= =4 =8 4 4 =4


https://www.who.int/news/item/20-02-2021-who-director-general-s-statement-on-tanzania-and-covid-19
https://www.who.int/publications/i/item/WHO-2019-nCoV-genomic-sequencing-GISRS-2021.1
https://www.who.int/publications/i/item/WHO-2019-nCoV-genomic-sequencing-GISRS-2021.1
https://www.who.int/publications/i/item/WHO-2019-nCoV-BloodSupply-2021-1
https://www.who.int/publications/i/item/WHO-2019-nCoV-BloodSupply-2021-1
https://www.who.int/news-room/feature-stories/detail/country-readiness-for-covid-19-vaccines
https://www.who.int/publications/m/item/draft-landscape-of-covid-19-candidate-vaccines
https://www.who.int/news/item/19-02-2021-world-waking-up-to-vaccine-equity
https://www.who.int/news/item/19-02-2021-g7-leaders-commit-us-4.3-billion-to-finance-global-equitable-access-to-tests-treatments-and-vaccines-in-2021
https://www.who.int/news/item/16-02-2021-covax-statement-on-who-emergency-use-listing-for-astrazeneca-oxford-covid-19-vaccine
https://www.who.int/emergencies/diseases/novel-coronavirus-2019/question-and-answers-hub/q-a-detail/coronavirus-disease-(covid-19)-vaccines-safety

Technical guidance and other resources

Technical guidance

WHO Coronavirus Disease (COlADPDashboard

Weekly COVHDR9 Operational Updates

WHO COVHDI case definitios

COVIEL9 Supply Chain Intgkgency Coordination Cell Weekly Situational Update
Research and Development

Online courses on COVIDRIn official UN languagesd inadditional national languages

The Strategic Preparedreeand Response PIESPRPoutlining the support the international community can
provide to all countries to prepare and respond to the virus

1 Updates fromWHO regions

African Region
Reqion of the Americas

=8 =4 =4 =4 =4 -4 -4 =4

Eastern Mediterranean Region

SouthEast Asia Region

European Region

O O O O O O

Western Pacific Region

1 Recommendations and advice for the public

o Protect yourself
o Questions and answers

o Travel advice

o EPIWIN tailored information for individuals, organizations and communities


https://www.who.int/emergencies/diseases/novel-coronavirus-2019/technical-guidance
https://who.sprinklr.com/
https://www.who.int/emergencies/diseases/novel-coronavirus-2019/strategies-plans-and-operations
https://www.who.int/publications/i/item/WHO-2019-nCoV-Surveillance_Case_Definition-2020.1
https://www.who.int/emergencies/diseases/novel-coronavirus-2019/covid-19-operations
https://www.who.int/emergencies/diseases/novel-coronavirus-2019/global-research-on-novel-coronavirus-2019-ncov
https://openwho.org/channels/covid-19
https://openwho.org/channels/covid-19-national-languages
https://www.who.int/publications-detail/strategic-preparedness-and-response-plan-for-the-new-coronavirus
https://www.afro.who.int/health-topics/coronavirus-covid-19
https://www.paho.org/en/topics/coronavirus-infections/coronavirus-disease-covid-19-pandemic
http://www.emro.who.int/health-topics/corona-virus/index.html
https://www.who.int/southeastasia/outbreaks-and-emergencies/novel-coronavirus-2019
https://www.euro.who.int/en/health-topics/health-emergencies/coronavirus-covid-19
https://www.who.int/westernpacific/emergencies/covid-19
https://www.who.int/emergencies/diseases/novel-coronavirus-2019/advice-for-public
https://www.who.int/news-room/q-a-detail/q-a-coronaviruses
https://www.who.int/emergencies/diseases/novel-coronavirus-2019/travel-advice
https://www.who.int/teams/risk-communication

Annex

Annex 1. COVID-19 confirmed cases and deaths reported in the last seven days by countries, territories and areas, and WHO Region, as of 21 February 2021**

Reporting

Country/Territory/Area’

| Africa | 66453 2789884

New cases
in last 7
days

Cumulative
cases

Cumulative cases
per 100
thousand
population

New
deaths in
last 7 days

Cumulative
deaths

2487 2038 70 332

Cumulative
deaths per 100
thousand
population

Transmission
classification’

SouthAfrica 12 304 1502 367 2533.1 1119 48 940 82.5  Community transmissiol
Mozambique 6 380 54 968 175.9 73 587 1.9  Community transmissiot
Ethiopia 6 153 151 857 132.1 90 2271 2.0 Community transmissiot
Nigeria 5889 151 553 73.5 84 1831 0.9  Community transmissiot
Zambia 5440 73 894 401.9 76 1016 5.5 Community transmissiot
Ghana 4538 79 656 256.4 54 572 1.8 Community transmissiot
Cameroon 2 355 33 749 127.1 49 523 2.0 Community transmissiot
Senegal 1989 32630 194.9 54 795 4.7 Community transmissiot
Malawi 1652 30528 159.6 67 1004 5.2 Community transmissiot
Botswana 1598 26 524 1127.9 52 254 10.8  Community transmissiot
Namibia 1498 37 295 1467.8 16 402 15.8 Community transmissiot
Algeria 1251 111 764 254.9 23 2 958 6.7 Community transmissiot
Kenya 1201 103 993 193.4 22 1817 3.4 Community transmissiot
South Sudan 1107 6417 57.3 11 85 0.8  Community transmissiot
Cote d’ lvoire 1030 31914 121.0 12 185 0.7 Community transmissiot
Gabon 976 13 553 608.9 2 75 3.4 Community transmissiot
Democratic Republic of the Con¢ 840 25079 28.0 8 700 0.8 Community transmissiot
Rwanda 721 17 988 138.9 11 247 1.9 Community transmissiot
Zimbabwe 664 35768 240.7 34 1432 9.6 Community transmissiot
Lesotho 609 10 461 488.3 60 285 13.3  Communitytransmission
Benin 583 5143 42.4 9 65 0.5 Community transmissiot
Togo 445 6 268 75.7 1 81 1.0 Community transmissiot
Seychelles 436 2328 2367.1 2 10 10.2  Community transmissiot
Guinea 408 15 303 116.5 2 86 0.7 Community transmissiot
Mauritania 306 17 083 367.4 9 434 9.3 Community transmissiot




Reporting

Country/Territory/Area’

New cases

in last 7
days

Cumulative

cases

Cumulative cases
per 100
thousand
population

New .
Cumulative

deaths

deaths in
last 7 days

Cumulative
deaths per 100
thousand
population

Transmission
classification’

Cabo Verde 299 14 999 2697.7 4 143 25.7  Community transmissiol
Eswatini 276 16 764 1445.0 15 645 55.6  Communitytransmission
Eritrea 256 2 685 75.7 0 7 0.2 Community transmissiot
Gambia 241 4543 188.0 8 143 5.9 Community transmissiot
Madagascar 238 19 598 70.8 7 292 1.1 Community transmissiot
Burundi 207 2031 17.1 0 3 0.0 Community transmissiot
Congo 206 8 625 156.3 4 127 2.3 Community transmissiot
GuineaBissau 206 3091 157.1 0 46 2.3 Community transmissiot
Burkina Faso 195 11783 56.4 1 139 0.7 Communitytransmission
Uganda 180 40 199 87.9 5 333 0.7 Community transmissiot
Chad 172 3794 23.1 6 133 0.8 Community transmissiot
Angola 170 20 499 62.4 7 498 1.5 Community transmissiot
Comoros 158 3490 401.3 15 143 16.4  Community transmissiol
Equatorial Guinea 104 5798 413.3 2 89 6.3 Community transmissiot
Sao Tome and Principe 96 1578 720.0 2 21 9.6  Community transmissiot
Mali 66 8292 40.9 5 347 1.7 Communitytransmission
Niger 43 4733 19.6 1 170 0.7 Community transmissiot
Sierra Leone 28 3 849 48.3 0 79 1.0 Community transmissiot
Liberia 19 1988 39.3 1 85 1.7 Community transmissiot
Mauritius 8 603 47.4 0 10 0.8 Sporadic case
Central African Republic 0 4 996 103.4 0 63 1.3 Community transmissiot
United Republic of Tanzania 0 509 0.9 0 21 0.0 Pending
Territories' \
Mayotte 2 257 15792 5788.5 14 92 33.7 Community transmissiot
Réunion 655 11 562 12914 1 48 54 Community transmissiot
Americas 1066990 | 49296 115 4 819.8 34 386 1171294 114.5

United States of America 480 467 27 702 074 8 369.1 14 747 491 894 148.6  Community transmissiotl




Reporting

Country/Territory/Area’

New cases
in last 7
days

Cumulative
cases

Cumulative cases
per 100
thousand
population

New
deaths in
last 7 days

Cumulative
deaths

Cumulative
deaths per 100
thousand
population

Transmission
classification’

Brazil 316221 10081676 4743.0 7276 244 765 115.2  Community transmissiol
Mexico 51 537 2030491 1574.8 6 408 178 965 138.8  Community transmissiot
Peru 48 775 1269 523 3850.3 1435 44 690 135.5  Community transmissiot
Argentina 33128 2 054 681 4 546.2 812 51 000 112.8  Community transmissiotl
Colombia 31832 2217001 4357.1 1315 58 511 115.0 Community transmissiot
Chile 23 450 795 845 4163.2 531 19974 104.5  Community transmissiol
Canada 20 280 840 586 2227.2 414 21 576 57.2  Community transmissiol
Ecuador 7570 273 097 1547.9 244 15513 87.9  Community transmissiol
Paraguay 7 086 149 684 2 098.6 122 3026 42.4  Communitytransmission
Cuba 6 001 43 484 383.9 30 291 2.6 Community transmissiot
Dominican Republic 5607 234 502 2161.7 96 3028 27.9  Community transmissiol
Bolivia (Plurinational State of) 5578 240 676 2061.8 283 11 390 97.6  Community transmissiol
Honduras 5053 164 077 1 656.6 127 3975 40.1  Community transmissiot
Panama 4354 335 339 77719 116 5711 132.4  Community transmissiotl
Guatemala 3 860 170 931 954.1 155 6 249 34.9  Communitytransmission
Uruguay 3549 51 377 1479.0 36 563 16.2  Community transmissiot
\O/f?nezuela (Bolivarian Republic 2 855 135114 475.2 41 1 308 4.6 Community transmissiot
Costa Rica 2491 201 678 3959.0 49 2763 54.2  Community transmissiol
Jamaica 2094 20 924 706.6 19 391 13.2  Community transmissiot
El Salvador 1118 58 546 902.6 58 1792 27.6  Community transmissiol
Barbados 730 2677 931.5 7 30 10.4  Community transmissiot
SaintLucia 373 2 860 1557.5 5 28 15.2  Community transmissiot
Guyana 176 8 357 10625 3 189 24.0 Clusters of case
Antigua and Barbuda 171 598 610.6 2 11 11.2 Sporadic case
Haiti 131 12 274 107.6 0 247 2.2 Community transmissiot
Belize 93 12 227 3075.0 1 314 79.0 Community transmissiot
Saint Vincent and the Grenadine 80 1498 1 350.3 0 6 5.4  Community transmissiol




Cumulative cases Cumulative

New cases New

Reporting . Cumulative per 100 . Cumulative deaths per 100 Transmission

. ; in last 7 deaths in e i
Country/Territory/Area' e cases thousand last 7 days deaths thousand classification"

population population

Suriname 76 8 854 1509.3 2 168 28.6  Communitytransmission
Nicaragua 42 5106 77.1 1 172 2.6 Community transmissiot
Bahamas 33 8 403 2136.8 0 179 45.5 Clusters of case
Trinidad and Tobago 29 7 666 547.8 2 139 9.9 Community transmissiot
Dominica 13 134 186.1 0 0 0.0 Clusters of case
Saint Kitts and Nevis 1 41 77.1 0 0 0.0 Sporadic case
Grenada 0 148 131.5 0 1 0.9 Sporadic case
Territories™ | | | |
Puerto Rico 1522 98 835 3454.7 42 1957 68.4  Community transmissiol
Aruba 215 7 553 7074.3 2 70 65.6  Community transmissiol
Turks and Caicos Islands 165 1998 5160.4 2 14 36.2 Clusters of case
French Guiana 73 16 529 5534.0 3 83 27.8  Communitytransmission
United States Virgin Islands 51 2575 2 465.9 0 25 23.9  Community transmissiol
Sint Maarten 42 2027 4726.9 0 27 63.0  Community transmissiol
Curacao 33 4 666 2 843.5 0 22 13.4  Communitytransmission
Bonaire 15 387 1 850.3 0 4 19.1  Community transmissiot
Cayman Islands 12 428 651.2 0 2 3.0 Sporadic case
Bermuda 5 699 11225 0 12 19.3 Sporadic case
British Virgin Islands 2 153 506.0 0 1 3.3 Clusters of case
Montserrat 1 20 400.1 0 1 20.0 Sporadic case
Anguilla 0 18 120.0 0 0 0.0 Sporadic case
Falkland Islands (Malvinas) 0 49 1406.8 0 0 0.0 No cases
Guadeloupe 0 9 455 2 363.0 0 160 40.0 Community transmissiol
Martinique 0 6 593 1756.9 0 45 12.0  Community transmissiot
Saba 0 6 310.4 0 0 0.0 No cases
Saint Barthélemy 0 475 4 805.3 0 0 0.0 Clusters of case
Saint Martin 0 1 456 3766.3 0 12 31.0 Community transmissiol




Reporting

Country/Territory/Area’

Saint Pierre and Miquelon

New cases
in last 7
days

0

Cumulative
cases

24

Cumulative cases
per 100
thousand
population
414.2 0

New
deaths in
last 7 days

Cumulative
deaths

0

Cumulative
deaths per 100
thousand
population

0.0

Transmission
classification’

Sporadic case

Sint Eustatius

0

20

637.1 0

0

0.0
19.4

No cases

Eastern Mediterranean

181 969

6 181 023

845.8 2443

141 915

Iran (Islamic Republic of) 55 208 1566 081 1864.5 526 59 409 70.7  Community transmissiol
Iraq 23122 664 750 1652.7 81 13 245 32.9  Community transmissiol
United Arab Emirates 22 570 368 175 37225 107 1108 11.2  Communitytransmission
Lebanon 16 379 353 371 5177.3 336 4297 63.0 Community transmissiol
Jordan 15 008 359 811 3526.5 99 4543 445  Community transmissiot
Pakistan 8221 569 846 258.0 287 12 563 5.7 Community transmissiot
Kuwait 6 419 183 322 4292.7 41 1039 24.3  Community transmissiol
Tunisia 5139 227 643 1926.1 247 7 755 65.6  Community transmissiol
Bahrain 5132 117 234 6 889.7 22 420 24.7 Clusters of case
Egypt 4341 177 543 173.5 363 10 298 10.1 Clusters of case
Qatar 3163 159 967 55524 1 256 8.9 Community transmissiot
Morocco 2813 480 948 1 303.0 88 8 548 23.2 Clusters of case
Libya 2444 129 325 1882.1 74 2 088 30.4  Community transmissiol
Saudi Arabia 2281 374 691 1076.3 29 6 457 18.5 Sporadic case
Oman 1872 138 494 2712.0 10 1549 30.3  Community transmissiol
Somalia 797 5889 37.1 46 194 1.2 Community transmissiot
Syrian AraliRepublic 323 15143 86.5 21 996 5.7 Community transmissiot
Sudan 139 30128 68.7 11 1864 4.3 Community transmissiot
Afghanistan 112 55 604 142.8 5 2432 6.2 Clusters of case
Djibouti 54 6 022 609.5 0 63 6.4 Sporadic case
Yemen 21 2161 7.2 2 619 2.1 Community transmissiot

Territories'

occupied Palestinian territory 6411 194 875 3820.0 a7 2172 42.6  Community transmissiol
Europe 939271 | 37574211 4 025.5 24 102 838 761 89.9

France 131179 3521249 5394.6 2481 83 707 128.2  Community transmissiot
Russian Federation 92 843 4164 726 2 853.8 3167 83 293 57.1 Clusters of case




Cumulative cases Cumulative

New cases New

Reporting . Cumulative per 100 . Cumulative deaths per 100 Transmission
Country/Territory/Area’ Jlet/ cases thousand siiupll deaths thousand classification'
days . last 7 days .
population population

Italy 84977 2795796 4624.1 2130 95 486 157.9 Clusters of case
The United Kingdom 78 569 4105 679 6 047.9 3457 120 365 177.3  Community transmissiotl
Czechia 65 150 1153159 10 768.1 1071 19 214 179.4  Community transmissiot
Germany 51 998 2 386 559 2 848.5 2881 67 841 81.0 Community transmissiol
Turkey 51980 2631876 3120.6 606 27 983 33.2  Community transmissiol
Poland 49 812 1638 767 4 330.0 1364 42 171 111.4  Community transmissiotl
Ukraine 33313 1 304 456 2982.7 773 25103 57.4  Community transmissiol
Spain 29764 3121 687 6 676.7 680 66 704 142.7  Community transmissiot
Netherlands 26 268 1051919 6 139.1 413 15 200 88.7  Community transmissiol
Israel 22 209 742 752 8581.2 177 5522 63.8 Community transmissiot
Sweden 19 212 631 166 6 249.6 39 12 649 125.2  Community transmissiotl
Romania 17 185 777 276 4040.4 470 19 795 102.9  Community transmissiol
Slovakia 15909 292 143 5351.0 693 6 505 119.1 Clusters of case
Hungary 15561 403 023 4171.9 593 14 299 148.0  Community transmissiotl
Serbia 14 629 434 122 6 234.0 107 4321 62.0  Community transmissiol
Belgium 14 285 754 473 6 509.9 226 21903 189.0 Communitytransmission
Portugal 12 260 796 339 7 809.8 714 15897 155.9 Clusters of case
Austria 11 187 439 879 4884.1 159 8 247 91.6  Community transmissiol
Belarus 9961 276 990 2931.3 63 1903 20.1  Community transmissiol
Greece 7 452 178 918 1716.6 169 6 272 60.2 Community transmissiot
Albania 7075 99 062 34423 110 1653 57.4 Clusters of case
Bulgaria 6 923 236 439 3402.8 231 9 839 141.6 Clusters of case
Republic of Moldova 6 440 176 245 4 369.0 120 3760 93.2  Community transmissiol
Kazakhstan 5833 257 100 1369.2 65 3311 17.6 Clusters of case
Ireland 5582 214 378 4 341.6 204 4135 83.7 Community transmissiot
Slovenia 5207 184 351 8 867.6 26 4 056 195.1 Clusters of case

Estonia 5200 57 616 4 343.3 40 535 40.3 Clusters of case




Reporting

Country/Territory/Area’

New cases
in last 7
days

Cumulative
cases

Cumulative cases
per 100
thousand
population

New
deaths in
last 7 days

Cumulative
deaths

Cumulative
deaths per 100
thousand
population

Transmission
classification’

Latvia 4 827 81 109 4 300.1 95 1538 81.5  Community transmissiol
Switzerland 4811 545 158 6 299.0 50 9148 105.7  Communitytransmission
Lithuania 3327 194 051 7128.2 101 3171 116.5 Community transmissiol
Denmark 3014 207 081 3575.2 49 2333 40.3  Community transmissiotl
Georgia 2798 268 355 6727.1 83 3435 86.1 Community transmissiot
Montenegro 2 696 71995 11 463.0 49 939 149.5 Clusters of case
Finland 2 646 52 653 950.3 16 726 13.1  Community transmissiot
Bosnia and Herzegovina 2 407 128 049 3903.0 103 4 995 152.2  Community transmissiot
Croatia 2 288 239 945 5844.8 111 5429 132.2  Community transmissiot
North Macedonia 2 159 99 031 4753.4 71 3047 146.3  Community transmissiot
Norway 1871 68 107 1 256.3 15 607 11.2 Clusters of case
Luxembourg 1269 53 968 8621.4 17 623 99.5  Community transmissiol
Armenia 1235 170 402 5750.5 23 3164 106.8  Community transmissiol
Malta 1111 20 762 4702.1 13 303 68.6 Clusters of case
Azerbaijan 978 232973 2297.8 17 3195 31.5 Clusters of case
Cyprus 763 33153 2745.9 9 229 19.0 Clusters of case
Kyrgyzstan 410 85 885 1316.4 17 1458 22.3 Clusters of case
Uzbekistan 238 79 654 238.0 0 622 1.9 Clusters of case
Andorra 209 10672 13812.2 0 107 138.5  Community transmissiotl
San Marino 168 3472 10 230.4 0 72 212.2  Community transmissiol
Monaco 107 1862 47447 1 22 56.1 Sporadic case
Iceland 12 6 045 17715 0 29 8.5 Communitytransmission
Liechtenstein 4 2617 6 862.1 0 52 136.4 Sporadic case
Holy See 0 26 3213.8 0 0 0.0 Sporadic case
Tajikistan 0 13714 143.8 0 91 1.0 Pending
Territories' \
Kosovo 1887 65 939 3544.4 27 1561 83.9 Community transmissiot
Guernsey 28 810 1281.7 1 14 22.2  Community transmissiot
Gibraltar 16 4228 12 549.3 4 88 261.2 Clusters of case




Cumulative cases

Cumulative

Reporting Ne.w cases Cumulative per 100 Neyv Cumulative deaths per 100 Transmission
Country/Territory/Area’ Jlet/ cases thousand siiupll deaths thousand classification'
days . last 7 days .

population population
Jersey 15 3213 2953.1 1 68 62.5  Communitytransmission
Isle of Man 13 449 528.0 0 25 294 No cases
Faroe Islands 1 658 1346.6 0 1 2.0 Sporadic case
Greenland 0 30 52.8 0 0 0.0 No cases
South-East Asia 157 379 13 345 590 660.2 2189 204 796 10.1
India 86 711 10991 651 796.5 660 156 302 11.3 Clusters of case
Indonesia 60 650 1271353 464.8 1380 34 316 12.5  Community transmissiot
Sri Lanka 4628 79 480 371.2 51 435 2.0 Clusters of case
Bangladesh 2758 543 024 329.7 76 8 342 5.1 Community transmissiot
Maldives 896 18 612 3443.2 4 60 111 Clusters of case
Thailand 844 25 415 36.4 3 83 0.1 Clusters of case
Nepal 737 273 351 938.2 7 2061 7.1 Clusters otases
Myanmar 150 141 735 260.5 8 3196 5.9 Clusters of case
Bhutan 3 866 112.2 0 1 0.1 Clusters of case
TimorLeste 2 103 7.8 0 0 0.0 Sporadic case
Western Pacific 44 964 1576 330 80.2 1201 28 220 14
Malaysia 18 467 280 272 865.9 93 1051 3.2 Clusters of case
Philippines 12 033 559 288 510.4 561 12 068 11.0  Community transmissiot
Japan 10 035 424 507 335.6 505 7417 5.9 Clusters of case
Republic of Korea 3467 86 992 169.7 35 1557 3.0 Clusters of case
Mongolia 293 2 586 78.9 0 2 0.1 Clusters of case
Viet Nam 173 2 368 2.4 0 35 0.0 Clusters of case
China 154 101 669 6.9 4 4842 0.3 Clusters of case
Singapore 72 59 858 1023.2 0 29 0.5 Sporadic case
Cambodia 54 533 3.2 0 0 0.0 Sporadic case
Papua New Guinea 48 970 10.8 0 10 0.1 Community transmissiot
Australia 28 28 920 113.4 0 909 3.6 Sporadicases




Cumulative cases
New cases

Reporting Cumulative per 100

Country/Territory/Area’ Jlet/ cases thousand

CELE population

Cumulative

last 7 days

Cumulative

deaths per 100 Transmission

thousand classification’
population

New Zealand 20 1994 41.4 0.5 Clusters of case
Brunei Darussalam 1 185 42.3 0 3 0.7 Sporadic case
Fiji 0 56 6.2 0 2 0.2 Sporadic case
Lao People's Democratic Repub 0 45 0.6 0 0 0.0 Sporadic case
Solomon Islands 0 18 2.6 0 0 0.0 No cases

Territories'

French Polynesia 83 18 346 6 531.0 2 48.8 Sporadic case
Guam 23 7 507 44479 0 77.0 Clusters of case
NorthernMariana Islands .
(Commonwealth of the) 9 143 248.4 0 2 3.5 Pending
New Caledonia 3 55 19.3 0 0 0.0 Sporadic case
Samoa 1 4 2.0 0 0 0.0 No cases
Marshall Islands 0 4 6.8 0 0 0.0 No cases
Vanuatu 0 1 0.3 0 0 0.0 No cases
Wallis and Futuna 0 9 80.0 0 0 0.0 Sporadic case
Global 2457 026 | 110763 898 1421.0 31.5

*SeeAnnex: [Ata, table and figure notes



Annex 2. List of countries/territories/areas reporting variants of concern as of 23 February 2021**

Country/Area/Territory' (5: 11Y3\5Ii) :)I;.11.1.28) YBO;: 12%012/01
Argentina Verified Verified
Aruba Verified
Australia Verified Verified
Austria Verified Verified
Bahrain Verified
Bangladesh Unverified Verified
Barbados Verified
Belgium Verified Verified Verified
Bosnia and Herzegovina Unverified
Botswana Verified

Brazil Verified Verified
Brunei Darussalam Verified

Bulgaria Verified
Cambodia Unverified
Canada Verified Verified Verified
Cayman Islands Unverified
Chile Verified
China Verified Unverified Verified
Colombia Verified

Comoros Unverified

Croatia Unverified Verified
Cuba Verified

Curacao Verified
Cyprus Verified
Czechia Verified
Democratic Republic of the Congo Unverified
Denmark Verified Verified
Dominican Republic Verified
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Ecuador Verified
Estonia Unverified Verified
Faroe Islands Verified
Finland Verified Verified Verified
France Verified Verified Verified
French Guiana Verified
French Polynesia Verified
Gambia Verified Verified
Georgia Verified
Germany Verified Verified Verified
Ghana Verified Unverified
Gibraltar Unverified
Greece Verified Verified
Guadeloupe Verified
Hungary Verified
Iceland Verified
India Verified Verified Verified
Iran (Islamic Republic of) Verified
Iraq Unverified
Ireland Verified Unverified Verified
Israel Verified Verified
Italy Unverified Verified Verified
Jamaica Verified
Japan Verified Verified Verified
Jordan Verified
Kenya Verified
Kosovd! Verified
Kuwait Verified
Latvia Verified
Lebanon Verified

Liechtenstein

Verified
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Lithuania Verified
Luxembourg Verified Verified
Malawi Unverified
Malaysia Verified
Malta Unverified Verified
Martinique Verified
Mayotte Verified Verified
Mexico Verified Verified
Montenegro Verified
Morocco Verified
Mozambique Verified
Namibia Unverified
Nepal Verified
Netherlands Verified Verified Verified
New Zealand Verified Verified
Nigeria Verified
North Macedonia Verified
Norway Verified Verified
occupied Palestinian territory Verified
Oman Verified
Pakistan Verified
Panama Verified
Peru Verified Verified
Philippines Verified
Poland Unverified Verified
Portugal Verified Unverified Verified
Puerto Rico Verified
Republic of Korea Verified Verified Verified
Réunion Verified Verified Verified
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Romania Verified
Russian Federation Verified
Saint Barthélemy Verified
Saint Lucia Verified
Saint Martin Verified
Saudi Arabia Verified
Senegal Unverified
Serbia Verified
Singapore Verified
Slovakia Verified
Slovenia Verified
South Africa Verified Unverified
Spain Verified Verified Verified
Sri Lanka Verified
Sweden Verified Unverified Verified
Switzerland Verified Unverified Verified
Thailand Verified Verified
The United Kingdom Verified Verified Verified
Trinidad and Tobago Verified
Turkey Unverified Unverified Verified
United Arab Emirates Verified Verified Verified
United Republic of Tanzania Unverified
United States of America Verified Verified Verified
Uruguay Verified
Uzbekistan Verified
Viet Nam Verified Verified
Zambia Verified
Zimbabwe Unverified

" SeeAnnex : Ata, table and figure notes



Annex 3. Data, table and figure notes

Data presentecre based orofficiallaboratory-confirmed COVHR9 case and deaths reportéo WWHOby
courtry/territories/areas, largely based upowWHOcase definitionandsurveillance guidanc®Vhile steps are

taken to ensure accuracy and reliability, all data are subject to continuous verification and changeyteomd ¢

must be taken whemterpretingthesedataas ®veral factors influence the counts presented, with variable
underestimation of true case and deadtitidence and variable delays to reflecting these data at global |€ase
detection,inclusioncriteria, testing strategies, reportingractices, and dda cutoff and lag times differ between
countries/territories/areasA small number of countries/territories/areas report combined probable and
laboratory-confirmed casedifferencesare to be expectetietween information products published by WHO,

national public health authorities, and other sourcBsie to public healt authorities conducting data

reconciliation exercises which remove large numbers of cases or deaths from their total counts, negative numbers
may be displayed in the new cases/deaths columns as appropriate. When additional details become available tha
allow the subtractions to be suitably apportioned to previous days, graphics will be updated accorliregigrd

of historic data adjustment madeavailable upon request by emailiegi-data-support@who.int Please specify

the country(ies) of interest, time period(s), and purpose of the request/intended udm@. situation reports

will not be edited; seeovid19.who.inffor the most upto-date data.Global totals include Hcases and 13

deaths reported from international conveyances.

The designationemployed,and the presentation of these materials do not imply the expression of any
opinion whatsoever on the part of MO concerning the legal status of any country, territory or area or of its
authorities, or concerning the delimitation of its frontiers or boundaries. Dotted and dashed lines on maps
represent approximate border lines for which there may not yet be fult@gent. Countries territories and
areasare arrangedinder the administering WHO regiohhe mention of specific companies or of certain
manufacturers’ products does not imply that they
others of asimilar nature that are not mentioned. Errors and omissions excepted, the names of proprietary
products are distinguished by initial capital letters.

[ All references to Kosovo should be understood to be in the context of the United Nations Securiy Coun
resolution 1244 (1999)n the map, number of cases of Serbia and Kosovo (UNSCR 1244, 1999) have been
aggregated for visualization purposes.

'Excludes countries, territories, and areas that have never reported a confirmed-COWBgAnnex 1), ortte
detection of a variant of concern (Annex 2).

I Transmission classification is based on a process of country/territory/areeepelfting. Classifications are
reviewed on a weeklipasis andnay be revised as new orimation becomes availahl®iffering degrees of
transmission may be present within aamies/territories/areas Forfurther information, pleasesee:
Gonsiderations foimplementing and adjusting public health and social measur the context of COVHD9:

1 No (active) cases: No new cases detected for at least 28 days (two times the maximum incubation period), in
the presence of a robust surveillance system. This implresarzero risk of infection for the general
population.
1 Imported / Sporadic cases: Cases detected in the past 14 days are all imported, spayaldibgratory
acquired or zoonotic) or are all linked to imported/sporadic cases, and there are ngigieals of further
locally acquired transmission. This implies minimal risk of infection for the general population.
1 Clusters of cases: Cases detected in the past 14 days are predominantly limiteddefwwved clusters that


https://www.who.int/publications/i/item/WHO-2019-nCoV-Surveillance_Case_Definition-2020.1
https://www.who.int/publications/i/item/who-2019-nCoV-surveillanceguidance-2020.7
mailto:epi-data-support@who.int
https://covid19.who.int/
https://www.who.int/publications/i/item/considerations-in-adjusting-public-health-and-social-measures-in-the-context-of-covid-19-interim-guidance

are not directly linked tonnported cases, but which are all linked by time, geographic location and common

exposures. It is assumed that there are a number of unidentified cases in the area. This implies a low risk of

infection to others in the wider community if exposure to thekesters is avoided.

1 Community transmissionVhichencompassea range ofevekfrom low to very high incidencas desribed
belowand informed by a series of indicators described in the aforementioned guidasdeese
subcategorization araot currently colatedat the global levelbut ratherintended for use byational and
sub-national public health authorities for local deoisimaking,community transmission has not been
disaggregated in this information product.

o CT1Low incidence of locally acquired, widely dispersed cases detected in the past 14 days, with many of
the cases not linked to specific clustdransmission may be focused in certain population-grdups.

Low risk of infection for the general population.

o CT2Moderate incidence of locally acquired, widely dispersed cases detected in the past 14 days;
transmission less focused in certain populatubgroups. Moderate risk of infection for the general
population.

o CT3High incidence of locally acquired, widely dispersed cases in the past 14 days; transmission
widespread and not focused in population sgiimups. High risk of infection for the geaépopulation.

o CT4: Very high incidence of locally acquivédely dispersed cases in the past 14 days. Very high risk of
infection for the general population.

1 Pendingtransmission classificatidrasnot been reported to WHO

i“ Territories” include territories, areas, overse



